# • 

SEQUENCE LISTING 

<110> KIRST, Susan 
SHARP, John 
HOLTZMAN, Douglas 
BARNES, Tom 
FRASER, Christopher 



<120> Novel Genes Encoding Proteins Having Diagnostic, 
Preventive, Therapeutic, and Other 'Uses 



<130> 210147. 0025/11U1 



<140> Not Yet Assigned 
<141> 2000-06-16 



<150> US 09/342,364 
<151> 1999-06-29 



<160> 100 



<170> Patentln Ver. 2.1 



<210> 1 

<211> 2895 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gtcgacccac gcgtccgggg agcgcggcta agagtgccgc accgcctcac aacctgggaa 60 
ccggagagta ggggccgtcg gctggcaaga acccgccgtg cctcctcggc aagggccatc 120 
cggtgccacc catgtcgcac tagagcagaa gagggtgagt cctgaactgc aacctgcaca 180 
gagctgctct gtactgtccc tggtggtcgc cgccatgacc tggttggtgc tgctggggac 240 
actgctctgc atgctgcgcg ttgggttagg caccccggac tccgagggtt tcccgccccg 300 
tgcgctccac aactgcccct acaaatgtat ctgcgctgcc gacctgctaa gctgcactgg 360 
cctagggctg caggacgtgc cagccgagtt acctgccgct actgcggacc tcgacctgag 420 
ccacaacgcg ctccagcgcc tgcgccccgg ctggttggcg cccctcttcc agctgcgcgc 480 
cctgcaccta gaccacaacg aactagatgc gctgggtcgc ggcgtcttcg tcaacgccag 540 
cggcctgagg ctgctcgatc tatcatctaa cacgttgcgg gcgcttggcc gccacgacct 600 
cgacgggctg ggggcgctgg agaagctgct tctgttcaat aaccgcttgg tgcacttgga 660 
cgagcatgcc ttccacggcc tgcgcgcgct cagccatctc tacctgggct gcaacgaact 720 
cgcctcgttc tccttcgacc acctgcacgg tctgagcgcc acccacctgc ttactctgga 780 
cctctcctcc aaccggctgg gacacatctc cgtacctgag ctggccgcgc tgccggcctt 840 
cctcaagaac ggcctctact tgcacaacaa ccctttgcct tgcgactgcc gcctctacca 900 
cctgctacag cgctggcacc agcggggcct gagcgccgtg cgcgactttg cgcgcgagta 960 
cgtatgcttg gccttcaagg tacccgcgtc ccgcgtgcgc ttcttccagc acagccgcgt 1020 
ctttgagaac tgctcgtcgg ccccagctct tggcctaaag cggccggaag agcacctgta 1080 
cgcgctggtg ggtcggtccc tgaggcttta ctgcaacacc agcgtcccgg ccatgcgcat 1140 



1 




tgcctgggtt tcgccgcagc aggagcttct 
cgcggtgctg gccgacggca gcttggccat 
cttcgtgtgc ctggccactg ggccccgcct 
gagcgtgcac tttccgcgcc cagagcccga 
gggctgtgcc gtgggccttg tgctcgtgct 
ctgccgccgt gcctgcccgc tgccgccgct 
tgagccgcac aagtcctcag tactcagcac 
ccaagcgtcc acaagcacgt agtctttctg 
cgtgcagctg gcagtagctg aggaattcga 
ggctggctct gagtccgcca gctccatagg 
cagggctccc ccacccaggc ccccaccctc 
cagagaactg gcagatactg gtgggaagca 
gcctcgaaac acaatgggcc ttctcgctca 
ctgccttctg ctctgcccct gcacaggacc 
gttcctgctt tcccgcggac ttcctagtgc 
gcccctgtgg ctttcaacac agcacagctg 
ggaagaaccc ctgtagcaga gcctcccatc 
agtggtgctc aagagctgac gcagggccac 
ggcccacagg gaaaagaagg cggctctgaa 
agaggaaaca agcccgccct ctggtgaaat 
tcctgaaagc ttcacaactt cacgcagagt 
ctcaagaggt tcctggtggt ctggcctaag 
tggggcatcc acccgttgtt ctgaaggcag 
gaaggggatc atggcctgca cccctgcttt 
agcatggccg agctgggagg gccgagccgg 
ttaagggctg gcactggtct cagcctaatg 
ctcactgctc ccactgcagg ggggcaggga 
ggccgagctg ggggccccca tggccatcct 
tagcacatgc ttattgctag aaaaaaaaaa 
aaaaagggcg gccgc 




cagggcgcca ggatcccgcg atggcagcat 1200 
aggcaacgta caggagcagc atgcgggact 1260 
gcaccacaac cagacgcacg agtacaacgt 1320 
ggctttcaac acaggcttca ccacactgct 1380 
gctctacctg ttcgccccac cctgccgctg 14 40 
ggccccaaac acccagcccg ctccaagagc 1500 
cacaccgcca gacgcaccca gcccgcaagg 15 60 
gagccaggcc ggaggggcct caatggcccg 1620 
tctctacaac cctggaggcc tgcagctgaa 1680 
ctccgagggt cccatgacaa cctagactgc 1740 
ttgctgctcg ccctgctccc tgcttcggtc 1800 
ctgtgcctgg ccccccagct tcctgtatgg 18 60 
ctggtagaga caggggttgt ggtccccaac 1920 
caaaggcccc aggccctgca aggtgtgcta 1980 
ccaaatgccc tgtgaggctg agagacccag 2040 
tggaagtggc tgtgttcttc tacagcctgt 2100 
caccctcagg ggctgaggca gctctcgagg 2160 
ctccccttcc caagggggtg ggagggagtg 2220 
ggaagatctc gcccacaccc caggacagaa 2280 
gggactccct ccatccacca acacccaacc 2340 
ccggtggcag gcaccaggca ggaaaggctc 2400 
ccccagccag aggccctgct ctctctggcc 24 60 
agcccattct gtgggctcac aagacacagt 2520 
tcagcagtaa aaagcccgaa aagcctggcg 2580 
aactccacgt ccctcgagag caggagcctc 2640 
gctgaggcgg taccctggct tcatatgcat 2700 
aggggggtct gggagccctt catgtgtggg 27 60 
ggacctcgct gctccagagt ttaataaagg 2820 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 28S0 

2895 



<210> 2 

<211> 1365 

<212> DNA 

<213> Homo sapiens 

<400> 2 

atgacctggt tggtgctgct ggggacactg ctctgcatgc tgcgcgttgg gttaggcacc 60 

ccggactccg agggtttccc gccccgtgcg ctccacaact gcccctacaa atgtatctgc 120 

gctgccgacc tgctaagctg cactggccta gggctgcagg acgtgccagc cgagttacct 180 

gccgctactg cggacctcga cctgagccac aacgcgctcc agcgcctgcg ccccggctgg 240 

ttggcgcccc tcttccagct gcgcgccctg cacctagacc acaacgaact agatgcgctg 300 

ggtcgcggcg tcttcgtcaa cgccagcggc ctgaggctgc tcgatctatc atctaacacg 360 

ttgcgggcgc ttggccgcca cgacctcgac gggctggggg cgctggagaa gctgcttctg 420 

ttcaataacc gcttggtgca cttggacgag catgccttcc acggcctgcg cgcgctcagc 480 

catctctacc tgggctgcaa cgaactcgcc tcgttctcct tcgaccacct gcacggtctg 540 

agcgccaccc acctgcttac tctggacctc tcctccaacc ggctgggaca catctccgta 600 
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cctgagctgg ccgcgctgcc ggccttcctc aagaacggcc tctacttgca caacaaccct 660 

ttgccttgcg actgccgcct ctaccacctg ctacagcgct ggcaccagcg gggcctgagc 720 

gccgtgcgcg actttgcgcg cgagtacgta tgcttggcct tcaaggtacc cgcgtcccgc 780 

gtgcgcttct tccagcacag ccgcgtcttt gagaactgct cgtcggcccc agctcttggc 840 

ctaaagcggc cggaagagca cctgtacgcg ctggtgggtc ggtccctgag gctttactgc 900 

aacaccagcg tcccggccat gcgcattgcc tgggtttcgc cgcagcagga gcttctcagg 960 

gcgccaggat cccgcgatgg cagcatcgcg gtgctggccg acggcagctt ggccataggc 1020 

aacgtacagg agcagcatgc gggactcttc gtgtgcctgg ccactgggcc ccgcctgcac 1080 

cacaaccaga cgcacgagta caacgtgagc gtgcactttc cgcgcccaga gcccgaggct 1140 

ttcaacacag gcttcaccac actgctgggc tgtgccgtgg gccttgtgct cgtgctgctc 1200 

tacctgttcg ccccaccctg ccgctgctgc cgccgtgcct gcccgctgcc gccgctggcc 1260 

ccaaacaccc agcccgctcc aagagctgag ccgcacaagt cctcagtact cagcaccaca 1320 

ccgccagacg cacccagccc gcaaggccaa gcgtccacaa gcacg 1365 



<210> 3 
<211> 455 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Thr Trp Leu Val Leu Leu Gly Thr Leu Leu Cys Met Leu Arg Val 
15 10 15 

Gly Leu Gly Thr Pro Asp Ser Glu Gly Phe Pro Pro Arg Ala Leu His 
20 25 30 

Asn Cys Pro Tyr Lys Cys lie Cys Ala Ala Asp Leu Leu Ser Cys Thr 
35 40 45 

Gly Leu Gly Leu Gin Asp Val Pro Ala Glu Leu Pro Ala Ala Thr Ala 
50 55 60 

Asp Leu Asp Leu Ser His Asn Ala Leu Gin Arg Leu Arg Pro Gly Trp 
65 70 75 80 

Leu Ala Pro Leu Phe Gin Leu Arg Ala Leu His Leu Asp His Asn Glu 
85 90 95 

Leu Asp Ala Leu Gly Arg Gly Val Phe Val Asn Ala Ser Gly Leu Arg 
100 105 110 

Leu Leu Asp Leu Ser Ser Asn Thr Leu Arg Ala Leu Gly Arg His Asp 
115 120 125 

Leu Asp Gly Leu Gly Ala Leu Glu Lys Leu Leu Leu Phe Asn Asn Arg 
130 135 140 
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Leu Val His Leu Asp Glu His Ala Phe His Gly Leu Arg Ala Leu Ser 
145 150 155 160 

His Leu Tyr Leu Gly Cys Asn Glu Leu Ala Ser Phe Ser Phe Asp His 
165 170 175 

Leu His Gly Leu Ser Ala Thr His Leu Leu Thr Leu Asp Leu Ser Ser 
180 185 190 

Asn Arg Leu Gly His lie Ser Val Pro Glu Leu Ala Ala Leu Pro Ala 
195 200 205 

Phe Leu Lys Asn Gly Leu Tyr Leu His Asn Asn Pro Leu Pro Cys Asp 
210 215 220 

Cys Arg Leu Tyr His Leu Leu Gin Arg Trp His Gin Arg Gly Leu Ser 
225 230 235 240 

Ala Val Arg Asp Phe Ala Arg Glu Tyr Val Cys Leu Ala Phe Lys Val 
245 250 255 

Pro Ala Ser Arg Val Arg Phe Phe Gin His Ser Arg Val Phe Glu Asn 
260 265 270 

Cys Ser Ser Ala Pro Ala Leu Gly Leu Lys Arg Pro Glu Glu His Leu 
275 280 285 



0 

m 



Tyr Ala Leu Val Gly Arg Ser Leu Arg Leu Tyr Cys Asn Thr Ser Val 

290 295 300 

Pro Ala Met Arg He Ala Trp Val Ser Pro Gin Gin Glu Leu Leu Arg 

305 310 315 320 



Ala Pro Gly Ser Arg Asp Gly Ser He Ala Val Leu Ala Asp Gly Ser 
325 330 335 

Leu Ala He Gly Asn Val Gin Glu Gin His Ala Gly Leu Phe Val Cys 
340 345 350 

Leu Ala Thr Gly Pro Arg Leu His His Asn Gin Thr His Glu Tyr Asn 
355 360 365 

Val Ser Val His Phe Pro Arg Pro Glu Pro Glu Ala Phe Asn Thr Gly 
370 375 380 



Phe Thr Thr Leu Leu Gly Cys Ala Val Gly Leu Val Leu Val Leu Leu 
385 390 395 400 
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Tyr Leu Phe Ala Pro Pro Cys Arg Cys Cys Arg Arg Ala Cys Pro Leu 
405 410 415 

Pro Pro Leu Ala Pro Asn Thr Gin Pro Ala Pro Arg Ala Glu Pro His 
420 425 430 

Lys Ser Ser Val Leu Ser Thr Thr Pro Pro Asp Ala Pro Ser Pro Gin 
435 440 445 

Gly Gin Ala Ser Thr Ser Thr 
450 455 



<210> 4 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Thr Trp Leu Val Leu Leu Gly Thr Leu Leu Cys Met Leu Arg Val 
1 5 10 15 

Gly Leu Gly Thr 
20 



<210> 5 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Pro Asp Ser Glu Gly Phe Pro Pro Arg Ala Leu His Asn Cys Pro Tyr 
15 10 15 

Lys Cys lie Cys Ala Ala Asp Leu Leu Ser Cys Thr Gly Leu Gly Leu 
20 25 30 

Gin Asp Val Pro Ala Glu Leu Pro Ala Ala Thr Ala Asp Leu Asp Leu 
35 40 45 

Ser His Asn Ala Leu Gin Arg Leu Arg Pro Gly Trp Leu Ala Pro Leu 
50 55 60 

Phe Gin Leu Arg Ala Leu His Leu Asp His Asn Glu Leu Asp Ala Leu 
65 70 75 80 

Gly Arg Gly Val Phe Val Asn Ala Ser Gly Leu Arg Leu Leu Asp Leu 
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85 90 95 

Ser Ser Asn Thr Leu Arg Ala Leu Gly Arg His Asp Leu Asp Gly Leu 
100 105 110 

Gly Ala Leu Glu Lys Leu Leu Leu Phe Asn Asn Arg Leu Val His Leu 
115 120 125 

Asp Glu His Ala Phe His Gly Leu Arg Ala Leu Ser His Leu Tyr Leu 
130 135 140 

Gly Cys Asn Glu Leu Ala Ser Phe Ser Phe Asp His Leu His Gly Leu 
145 150 155 160 

Ser Ala Thr His Leu Leu Thr Leu Asp Leu Ser Ser Asn Arg Leu Gly 
165 170 175 

His lie Ser Val Pro Glu Leu Ala Ala Leu Pro Ala Phe Leu Lys Asn 
180 185 190 

Gly Leu Tyr Leu His Asn Asn Pro Leu Pro Cys Asp Cys Arg Leu Tyr 
195 200 205 

His Leu Leu Gin Arg Trp His Gin Arg Gly Leu Ser Ala Val Arg Asp 
210 215 220 

Phe Ala Arg Glu Tyr Val Cys Leu Ala Phe Lys Val Pro Ala Ser Arg 
ft 225 230 235 240 



^'5 



fill Val Arg Phe Phe Gin His Ser Arg Val Phe Glu Asn Cys Ser Ser Ala 

Q 245 250 255 

%% 

Pro Ala Leu Gly Leu Lys Arg Pro Glu Glu His Leu Tyr Ala Leu Val 
260 265 270 

Gly Arg Ser Leu Arg Leu Tyr Cys Asn Thr Ser Val Pro Ala Met Arg 
275 280 285 

lie Ala Trp Val Ser Pro Gin Gin Glu Leu Leu Arg Ala Pro Gly Ser 
290 295 300 

Arg Asp Gly Ser lie Ala Val Leu Ala Asp Gly Ser Leu Ala lie Gly 
305 310 315 320 

Asn Val Gin Glu Gin His Ala Gly Leu Phe Val Cys Leu Ala Thr Gly 
325 330 335 

Pro Arg Leu His His Asn Gin Thr His Glu Tyr Asn Val Ser Val His 
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340 345 350 

Phe Pro Arg Pro Glu Pro Glu Ala Phe Asn Thr Gly Phe Thr Thr Leu 
355 360 365 

Leu Gly Cys Ala Val Gly Leu Val Leu Val Leu Leu Tyr Leu Phe Ala 
370 375 380 

Pro Pro Cys Arg Cys Cys Arg Arg Ala Cys Pro Leu Pro Pro Leu Ala 
385 390 395 400 

Pro Asn Thr Gin Pro Ala Pro Arg Ala Glu Pro His Lys Ser Ser Val 
405 410 415 

Leu Ser Thr Thr Pro Pro Asp Ala Pro Ser Pro Gin Gly Gin Ala Ser 
420 425 430 

Thr Ser Thr 
435 



<210> 6 
<211> 363 
<212> PRT 

<213> Homo sapiens 



f% <400> 6 

fh Pro Asp Ser Glu Gly Phe Pro Pro Arg Ala Leu His Asn Cys Pro Tyr 

f,& 1 5 10 15 

¥ % 

Lys Cys lie Cys Ala Ala Asp Leu Leu Ser Cys Thr Gly Leu Gly Leu 
Q 20 25 30 

Gin Asp Val Pro Ala Glu Leu Pro Ala Ala Thr Ala Asp Leu Asp Leu 
35 40 45 

Ser His Asn Ala Leu Gin Arg Leu Arg Pro Gly Trp Leu Ala Pro Leu 
50 55 60 

Phe Gin Leu Arg Ala Leu His Leu Asp His Asn Glu Leu Asp Ala Leu 
65 70 75 80 

Gly Arg Gly Val Phe Val Asn Ala Ser Gly Leu Arg Leu Leu Asp Leu 
85 90 95 

Ser Ser Asn Thr Leu Arg Ala Leu Gly Arg His Asp Leu Asp Gly Leu 
100 105 110 
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Gly Ala Leu Glu Lys Leu Leu Leu Phe Asn Asn Arg Leu Val His Leu 
115 120 125 

Asp Glu His Ala Phe His Gly Leu Arg Ala Leu Ser His Leu Tyr Leu 
130 135 140 

Gly Cys Asn Glu Leu Ala Ser Phe Ser Phe Asp His Leu His Gly Leu 
145 150 155 160 

Ser Ala Thr His Leu Leu Thr Leu Asp Leu Ser Ser Asn Arg Leu Gly 
165 170 175 

His lie Ser Val Pro Glu Leu Ala Ala Leu Pro Ala Phe Leu Lys Asn 
180 185 190 

Gly Leu Tyr Leu His Asn Asn Pro Leu Pro Cys Asp Cys Arg Leu Tyr 
195 200 205 

His Leu Leu Gin Arg Trp His Gin Arg Gly Leu Ser Ala Val Arg Asp 
210 215 220 

Phe Ala Arg Glu Tyr Val Cys Leu Ala Phe Lys Val Pro Ala Ser Arg 

225 230 235 240 

Val Arg Phe Phe Gin His Ser Arg Val Phe Glu Asn Cys Ser Ser Ala 
245 250 255 

Pro Ala Leu Gly Leu Lys Arg Pro Glu Glu His Leu Tyr Ala Leu Val 
260 265 270 

Gly Arg Ser Leu Arg Leu Tyr Cys Asn Thr Ser Val Pro Ala Met Arg 
275 280 285 

lie Ala Trp Val Ser Pro Gin Gin Glu Leu Leu Arg Ala Pro Gly Ser 
290 295 300 

Arg Asp Gly Ser lie Ala Val Leu Ala Asp Gly Ser Leu Ala lie Gly 
305 310 315 320 

Asn Val Gin Glu Gin His Ala Gly Leu Phe Val Cys Leu Ala Thr Gly 
325 330 335 

Pro Arg Leu His His Asn Gin Thr His Glu Tyr Asn Val Ser Val His 
340 345 350 

Phe Pro Arg Pro Glu Pro Glu Ala Phe Asn Thr 
355 360 
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<210> 7 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Gly Phe Thr Thr Leu Leu Gly Cys Ala Val Gly Leu Val Leu Val Leu 
15 10 15 

Leu Tyr Leu Phe 
20 



<210> 8 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Ala Pro Pro Cys Arg Cys Cys Arg Arg Ala Cys Pro Leu Pro Pro Leu 
15 10 15 

Ala Pro Asn Thr Gin Pro Ala Pro Arg Ala Glu Pro His Lys Ser Ser 
20 25 30 

Val Leu Ser Thr Thr Pro Pro Asp Ala Pro Ser Pro Gin Gly Gin Ala 
35 40 45 



Ser Thr Ser Thr 
50 



<210> 9 

<211> 1518 

<212> DNA 

<213> Homo sapiens 



<400> 9 

gtcgacccac gcgtccggcg aaccccagcg tccgccgaca tggcctggac caagtaccag 60 

ctgttcctgg ccgggctcat gcttgttacc ggctccatca acacgctctc ggcaaaatgg 120 

gcggacaatt tcatggccga gggctgtgga gggagcaagg agcacagctt ccagcatccc 180 

ttcctccagg cagtgggcat gttcctggga gaattctcct gcctggctgc cttctacctc 240 

ctccgatgca gagctgcagg gcaatcagac tccagcgtag acccccagca gcccttcaac 300 

cctcttcttt tcctgccccc agcgctctgt gacatgacag ggaccagcct catgtatgtg 360 

gctctgaaca tgaccagtgc ctccagcttc cagatgctgc ggggtgcagt gatcatattc 420 

actggcctgt tctcggtggc cttcctgggc cggaggctgg tgctgagcca gtggctgggc 480 

atcctagcca ccatcgcggg gctggtggtc gtgggcctgg ctgacctcct gagcaagcac 540 



9 



gacagtcagc acaagctcag cgaagtgatc acaggggacc tgttgatcat catggcccag 600 
atcatcgttg ccatccagat ggtgctagag gagaagttcg tctacaaaca caatgtgcac 660 
ccactgcggg cagttggcac tgagggcctc tttggctttg tgatcctctc cctgctgctg 720 
gtgcccatgt actacatccc cgccggctcc ttcagcggaa accctcgtgg gacactggag 780 
gatgcattgg acgccttctg ccaggtgggc cagcagccgc tcattgccgt ggcactgctg 840 
ggcaacatca gcagcattgc cttcttcaac ttcgcaggca tcagcgtcac caaggaactg 900 
agcgccacca cccgcatggt gttggacagc ttgcgcaccg ttgtcatctg ggcactgagc 960 
ctggcactgg gctgggaggc cttccatgca ctgcagatcc ttggcttcct catactcctt 1020 
ataggcactg ccctctacaa tgggctacac cgtccgctgc tgggccgcct gtccaggggc 1080 
cggcccctgg cagaggagag cgagcaggag agactgctgg gtggcacccg cactcccatc 114 0 
aatgatgcca gctgaggttc cctggaggct tctactgcca cccgggtgct ccttctccct 1200 
gagactgagg ccacacaggc tggtgggccc cgaatgccct atccccaagg cctcaccctg 1260 
tcccctccct gcagaacccc cagggcagct gctgccacag aagataacaa cacccaagtc 1320 
ctctttttct cactaccacc tgcagggtgg tgttacccag cccccacaag cctgagtgca 1380 
gtggcagacc tcagctctct ggacccctcc tacagcacta gagctaaatc atgaagttga 1440 
attgtaggaa tttaccaccg tagtgtatct gaatcataaa ctagattatc ataaaaaaaa 1500 
aaaaaaaagg gcggccgc 1518 



<210> 10 

<211> 1113 

<212> DNA 

<213> Homo sapiens 

<400> 10 

atggcctgga ccaagtacca gctgttcctg gccgggctca tgcttgttac cggctccatc 60 
aacacgctct cggcaaaatg ggcggacaat ttcatggccg agggctgtgg agggagcaag 120 
gagcacagct tccagcatcc cttcctccag gcagtgggca tgttcctggg agaattctcc 180 
tgcctggctg ccttctacct cctccgatgc agagctgcag ggcaatcaga ctccagcgta 240 
gacccccagc agcccttcaa ccctcttctt ttcctgcccc cagcgctctg tgacatgaca 300 
gggaccagcc tcatgtatgt ggctctgaac atgaccagtg cctccagctt ccagatgctg 360 
cggggtgcag tgatcatatt cactggcctg ttctcggtgg ccttcctggg ccggaggctg 420 
gtgctgagcc agtggctggg catcctagcc accatcgcgg ggctggtggt cgtgggcctg 480 
gctgacctcc tgagcaagca cgacagtcag cacaagctca gcgaagtgat cacaggggac 540 
ctgttgatca tcatggccca gatcatcgtt gccatccaga tggtgctaga ggagaagttc 600 
gtctacaaac acaatgtgca cccactgcgg gcagttggca ctgagggcct ctttggcttt 660 
gtgatcctct ccctgctgct ggtgcccatg tactacatcc ccgccggctc cttcagcgga 720 
aaccctcgtg ggacactgga ggatgcattg gacgccttct gccaggtggg ccagcagccg 780 
ctcattgccg tggcactgct gggcaacatc agcagcattg ccttcttcaa cttcgcaggc 840 
atcagcgtca ccaaggaact gagcgccacc acccgcatgg tgttggacag cttgcgcacc 900 
gttgtcatct gggcactgag cctggcactg ggctgggagg ccttccatgc actgcagatc 960 
cttggcttcc tcatactcct tataggcact gccctctaca atgggctaca ccgtccgctg 1020 
ctgggccgcc tgtccagggg ccggcccctg gcagaggaga gcgagcagga gagactgctg 1080 
ggtggcaccc gcactcccat caatgatgcc age 1113 



<210> 11 
<211> 371 
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<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Ala Trp Thr Lys Tyr Gin Leu Phe Leu Ala Gly Leu Met Leu Val 
15 10 15 

Thr Gly Ser lie Asn Thr Leu Ser Ala Lys Trp Ala Asp Asn Phe Met 
20 25 30 

Ala Glu Gly Cys Gly Gly Ser Lys Glu His Ser Phe Gin His Pro Phe 
35 40 45 

Leu Gin Ala Val Gly Met Phe Leu Gly Glu Phe Ser Cys Leu Ala Ala 
50 55 60 

Phe Tyr Leu Leu Arg Cys Arg Ala Ala Gly Gin Ser Asp Ser Ser Val 
65 70 75 80 

Asp Pro Gin Gin Pro Phe Asn Pro Leu Leu Phe Leu Pro Pro Ala Leu 
85 90 95 

Cys Asp Met Thr Gly Thr Ser Leu Met Tyr Val Ala Leu Asn Met Thr 
100 105 110 

Ser Ala Ser Ser Phe Gin Met Leu Arg Gly Ala Val lie lie Phe Thr 
115 120 125 

Gly Leu Phe Ser Val Ala Phe Leu Gly Arg Arg Leu Val Leu Ser Gin 
130 135 140 

Trp Leu Gly lie Leu Ala Thr He Ala Gly Leu Val Val Val Gly Leu 
145 150 155 160 

Ala Asp Leu Leu Ser Lys His Asp Ser Gin His Lys Leu Ser Glu Val 
165 170 175 

He Thr Gly Asp Leu Leu He He Met Ala Gin He He Val Ala He 
180 185 190 

Gin Met Val Leu Glu Glu Lys Phe Val Tyr Lys His Asn Val His Pro 
195 200 205 

Leu Arg Ala Val Gly Thr Glu Gly Leu Phe Gly Phe Val He Leu Ser 
210 215 220 

Leu Leu Leu Val Pro Met Tyr Tyr He Pro Ala Gly Ser Phe Ser Gly 
225 230 235 240 
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Asn Pro Arg Gly 



Gly Gin Gin Pro 
260 

lie Ala Phe Phe 
275 

Ala Thr Thr Arg 
290 

Ala Leu Ser Leu 
305 

Leu Gly Phe Leu 



His Arg Pro Leu 
340 

Glu Ser Glu Gin 
355 

Asp Ala Ser 
370 




Thr Leu Glu Asp 
245 

Leu lie Ala Val 



Asn Phe Ala Gly 
280 

Met Val Leu Asp 
295 

Ala Leu Gly Trp 
310 

lie Leu Leu lie 
325 

Leu Gly Arg Leu 



Glu Arg Leu Leu 
360 



Ala Leu Asp Ala 
250 

Ala Leu Leu Gly 

265 

lie Ser Val Thr 



Ser Leu Arg Thr 
300 

Glu Ala Phe His 
315 

Gly Thr Ala Leu 
330 

Ser Arg Gly Arg 
345 

Gly Gly Thr Arg 




Phe Cys Gin Val 
255 

Asn lie Ser Ser 
270 

Lys Glu Leu Ser 
285 

Val Val lie Trp 



Ala Leu Gin He 
320 

Tyr Asn Gly Leu 
335 

Pro Leu Ala Glu 
350 

Thr Pro He Asn 
365 



<210> 12 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Ala Trp Thr Lys Tyr Gin Leu Phe Leu Ala Gly Leu Met Leu Val 
15 10 15 

Thr Gly 



<210> 13 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 13 
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Ser lie Asn Thr Leu Ser Ala Lys Trp Ala Asp Asn Phe Met Ala Glu 
1 5 10 15 

Gly Cys Gly Gly Ser Lys Glu His Ser Phe Gin His Pro Phe Leu Gin 
20 25 30 

Ala Val Gly Met Phe Leu Gly Glu Phe Ser Cys Leu Ala Ala Phe Tyr 
35 40 45 

Leu Leu Arg Cys Arg Ala Ala Gly Gin Ser Asp Ser Ser Val Asp Pro 
50 55 60 

Gin Gin Pro Phe Asn Pro Leu Leu Phe Leu Pro Pro Ala Leu Cys Asp 
65 70 75 80 

Met Thr Gly Thr Ser Leu Met Tyr Val Ala Leu Asn Met Thr Ser Ala 
85 90 95 

Ser Ser Phe Gin Met Leu Arg Gly Ala Val lie lie Phe Thr Gly Leu 
100 105 110 

Phe Ser Val Ala Phe Leu Gly Arg Arg Leu Val Leu Ser Gin Trp Leu 
115 120 125 

Gly lie Leu Ala Thr lie Ala Gly Leu Val Val Val Gly Leu Ala Asp 
130 135 14 0 

Leu Leu Ser Lys His Asp Ser Gin His Lys Leu Ser Glu Val lie Thr 
145 150 155 160 

Gly Asp Leu Leu lie He Met Ala Gin He He Val Ala He Gin Met 
165 170 175 

Val Leu Glu Glu Lys Phe Val Tyr Lys His Asn Val His Pro Leu Arg 
180 185 190 

Ala Val Gly Thr Glu Gly Leu Phe Gly Phe Val He Leu Ser Leu Leu 
195 200 205 

Leu Val Pro Met Tyr Tyr He Pro Ala Gly Ser Phe Ser Gly Asn Pro 
210 215 220 

Arg Gly Thr Leu Glu Asp Ala Leu Asp Ala Phe Cys Gin Val Gly Gin 
225 230 235 240 

Gin Pro Leu He Ala Val Ala Leu Leu Gly Asn He Ser Ser He Ala 
245 250 255 
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3: fSn 



iff 



Phe Phe Asn Phe Ala Gly lie Ser Val Thr Lys Glu Leu Ser Ala Thr 
260 265 270 

Thr Arg Met Val Leu Asp Ser Leu Arg Thr Val Val lie Trp Ala Leu 
275 280 285 

Ser Leu Ala Leu Gly Trp Glu Ala Phe His Ala Leu Gin lie Leu Gly 
290 295 300 

Phe Leu lie Leu Leu lie Gly Thr Ala Leu Tyr Asn Gly Leu His Arg 
305 310 315 320 

Pro Leu Leu Gly Arg Leu Ser Arg Gly Arg Pro Leu Ala Glu Glu Ser 
325 330 335 

Glu Gin Glu Arg Leu Leu Gly Gly Thr Arg Thr Pro He Asn Asp Ala 
340 345 350 

Ser 



<210> 14 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Ser He Asn Thr Leu Ser Ala Lys Trp Ala Asp Asn Phe Met Ala Glu 
15 10 15 



t3 Gly Cys Gly Gly Ser Lys Glu His Ser Phe Gin His Pro 

20 25 



<210> 15 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Asn Met Thr Ser Ala Ser Ser Phe Gin 
1 5 



<210> 16 
<211> 14 
<212> PRT 
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<213> Homo sapiens 



<400> 16 

Asp Leu Leu Ser Lys His Asp Ser Gin His Lys Leu Ser Glu 



15 10 



<210> 17 
<211> 27 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Pro Ala Gly Ser Phe Ser Gly Asn Pro Arg Gly Thr Leu Glu Asp Ala 
15 10 15 

Leu Asp Ala Phe Cys Gin Val Gly Gin Gin Pro 



<210> 18 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Glu Ala Phe His Ala Leu Gin 
1 5 



<210> 19 
<211> 21 
<212> PRT 

<213> Homo sapiens 
<400> 19 

Phe Leu Gin Ala Val Gly Met Phe Leu Gly Glu Phe Ser Cys Leu Ala 
15 10 15 

Ala Phe Tyr Leu Leu 
20 



<210> 20 
<211> 21 
<212> PRT 

<213> Homo sapiens 



20 



25 



15 





<400> 20 

Leu Leu Phe Leu Pro Pro Ala Leu Cys Asp Met Thr Gly Thr Ser Leu 



Met Tyr Val Ala Leu 
20 



<210> 21 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Met Leu Arg Gly Ala Val lie He Phe Thr Gly Leu Phe Ser Val Ala 
1 5 10 15 

Phe Leu Gly 



<210> 22 
<211> 17 
<212> PRT 

<213> Homo sapiens 
<400> 22 

Trp Leu Gly He Leu Ala Thr He Ala Gly Leu Val Val Val Gly Leu 
15 10 15 

Ala 



<210> 23 
<211> 17 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Val He Thr Gly Asp Leu Leu He He Met Ala Gin He He Val Ala 
15 10 15 



1 



5 



10 



15 



He 



<210> 24 
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<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Gly Leu Phe Gly Phe Val lie Leu Ser Leu Leu Leu Val Pro Met Tyr 
15 10 15 

Tyr lie 



I ft 



in 



i'' &s 



<210> 25 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Leu lie Ala Val Ala Leu Leu Gly Asn lie Ser Ser lie Ala Phe Phe 
15 10 15 

Asn Phe Ala Gly lie Ser Val 
20 



(( <210> 26 

|;| <211> 20 



<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Val Leu Asp Ser Leu Arg Thr Val Val lie Trp Ala Leu Ser Leu 
15 10 15 

Ala Leu Gly Trp 
20 



<210> 27 
<211> 17 
<212> PRT 

<213> Homo sapiens 
<400> 27 

lie Leu Gly Phe Leu lie Leu Leu lie Gly Thr Ala Leu Tyr Asn Gly 
15 10 15 

Leu 
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m • 



<210> 28 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 28 

Arg Cys Arg Ala Ala Gly Gin Ser Asp Ser Ser Val Asp Pro Gin Gin 
15 10 15 

Pro Phe Asn Pro 
20 



<210> 29 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Arg Arg Leu Val Leu Ser Gin 
1 5 



<210> 30 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Gin Met Val Leu Glu Glu Lys Phe Val Tyr Lys His Asn Val His Pro 
1 5 10 15 

Leu Arg Ala Val Gly Thr Glu 

20 



<210> 31 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 31 

Thr Lys Glu Leu Ser Ala Thr Thr Arg 
1 5 
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<210> 32 
<211> 35 
<212> PRT 

<213> Homo sapiens 
<400> 32 

His Arg Pro Leu Leu Gly Arg Leu Ser Arg Gly Arg Pro Leu Ala Glu 
15 10 15 

Glu Ser Glu Gin Glu Arg Leu Leu Gly Gly Thr Arg Thr Pro lie Asn 
20 25 30 

Asp Ala Ser 
35 



<210> 33 

<211> 2811 

<212> DNA 

<213> Homo sapiens 

<400> 33 

gtcgacccac gcgtccgcgg gacagctggc ctgaagctca gagccggggc gtgcgccatg 60 
gccccacact gggctgtctg gctgctggca gcaaggctgt ggggcctggg cattggggct 120 
gaggtgtggt ggaaccttgt gccgcgtaag acagtgtctt ctggggagct ggccacggta 18 0 
gtacggcggt tctcccagac cggcatccag gacttcctga cactgacgct gacggagccc 240 
actgggcttc tgtacgtggg cgcccgagag gccctgtttg ccttcagcat ggaggccctg 300 
gagctgcaag gagcgatctc ctgggaggcc cccgtggaga agaagactga gtgtatccag 360 
aaagggaaga acaaccagac cgagtgcttc aacttcatcc gcttcctgca gccctacaat 420 
gcctcccacc tgtacgtctg tggcacctac gccttccagc ccaagtgcac ctacgtcgtg 480 
agtgctgccc tcctacctcg gtgtccccag ccccccgccc tcctcaccct tctctggact 540 
cgtggatgtg gcccacagag ccctgccctt^ aagcatctcc tcatcacctc tctctctgtc 600 
cttagaacat gctcaccttc actttggagc atggagagtt tgaagatggg aagggcaagt 660 
gtccctatga cccagctaag ggccatgctg gccttcttgt ggatggtgag ctgtactcgg 720 
ccacactcaa caacttcctg ggcacggaac ccattatcct gcgtaacatg gggccccacc 780 
actccatgaa gacagagtac ctggcctttt ggctcaacga acctcacttt gtaggctctg 840 
cctatgtacc tgagagtgtg ggcagcttca cgggggacga cgacaaggtc tacttcttct 900 
tcagggagcg ggcagtggag tccgactgct atgccgagca ggtggtggct cgtgtggccc 960 
gtgtctgcaa gggcgatatg gggggcgcac ggaccctgca gaggaagtgg accacgttcc 1020 
tgaaggcgcg gctggcatgc tctgccccga actggcagct ctacttcaac cagctgcagg 1080 
cgatgcacac cctgcaggac acctcctggc acaacaccac cttctttggg gtttttcaag 1140 
cacagtgggg tgacatgtac ctgtcggcca tctgtgagta ccagttggaa gagatccagc 1200 
gggtgtttga gggcccctat aaggagtacc atgaggaagc ccagaagtgg gaccgctaca 1260 
ctgaccctgt acccaggccc tggttgtgat ggctgcccag ccccgccatg ccggggccta 1320 
ccactgcttt tcagaggagc agggggcgcg gctggctgct gaaggctacc ttgtggctgt 1380 
cgtggcaggc ccgtcggtga ccttggaggc ccgggccccc ctggaaaacc tggggctggt 1440 
gtggctggcg gtggtggccc tgggggctgt gtgcctggtg ctgctgctgc tggtgctgtc 1500 
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attgcgccgg cggctgcggg aagagctgga 
ggtgtacccc ctggagctgc ccaaggagcc 
accagatgag aaactttggg atcctgtcgg 
agtacctggg catgcccggt gccagcccgg 
cccaggccag cctctgcctt ctccaactcg 
tgccaatggt tacgtgcgct tacaactagg 
cctgcctgag ctcgcggatg aactgagacg 
ctccaacccc gaggagtcat cagtatgagg 
ggaggtgtag ctcctacttt tgcacaggca 
ctgctctgtc tgggacagat actgcccagc 
cagcacgggc actgccactt ggtgtggctc 
tcctcctctc tgtgaatcac agacacgcgg 
aagtttcaag atgtgtgttt gtctgtattt 
gtgtgcacgc gcgtgcgcgc ttgtggcata 
gcctgggtcc tcctggtgag tcattggagc 
ctctcctacc cccactgccc cgagtgtcgg 
cagggtgctg tgccccttca gagggagtgc 
agggctgtga atgttttcag ggtgggggga 
gaagggtggg tggggcc.tcc cacttggccc 
cttcctgtac agggctggga aaggctgtgt 
tgtggacaat ggcatactct cttccagccc 
ttgtgtcccc gcgtatttat ttgttgtaaa 



gaaaggggcc aaggctactg agaggacctt 1560 
caccagtccc cccttccggc cctgtcctga 1620 
ttactactat tcagatggct cccttaagat 1680 
tggggggccc ccttcgccac ctccaggcat 1740 
gcttcacctg gggggtgggc ggaactcaaa 1800 
aggggaggac cggggagggc tcgggcaccc 18 60 
caaactgcag caacgccagc cactgcccga 1920 
ggaaccccca ccgcgtcggc gggaagcgtg 198 0 
ccagctacct cagggacatg gcacgggcac 2040 
acccacccgg ccatgaggac ctgctctgct 2100 
accagggcac cagcctcgca gaaggcatct 2160 
gaccccagcc gccaaaactt ttcaaggcag 2220 
gcacatgtgt ttgtgtgtgt gtgtatgtgt 2280 
gccttcctgt ttctgtcaag tcttcccttg 2340 
tatgaagggg aaggggtcgt atcactttgt 2400 
gcagcgatgt acatatggag gtggggtgga 24 60 
agggcttggg gtgggcctag tcctgctcct 2520 
gggagatgga gcctcctgtg tgtttggggg 2580 
cggggttcag tggtatttta tacttgcctt 2640 
gaggggagag aagggagagg gtgggcctgc 2700 
taggaggagg gctcctaaca gtgtaactta 2760 
tatttgagat ttttatattg a 2811 



<210> 34 

<211> 729 

<212> DNA 

<213> Homo sapiens 

<400> 34 

atggccccac actgggctgt ctggctgctg gcagcaaggc tgtggggcct gggcattggg 60 
gctgaggtgt ggtggaacct tgtgccgcgt aagacagtgt cttctgggga gctggccacg 120 
gtagtacggc ggttctccca gaccggcatc caggacttcc tgacactgac gctgacggag 180 
cccactgggc ttctgtacgt gggcgcccga gaggccctgt ttgccttcag catggaggcc 240 
ctggagctgc aaggagcgat ctcctgggag gcccccgtgg agaagaagac tgagtgtatc 300 
cagaaaggga agaacaacca gaccgagtgc ttcaacttca tccgcttcct gcagccctac 360 
aatgcctccc acctgtacgt ctgtggcacc tacgccttcc agcccaagtg cacctacgtc 420 
gtgagtgctg ccctcctacc tcggtgtccc cagccccccg ccctcctcac ccttctctgg 480 
actcgtggat gtggcccaca gagccctgcc cttaagcatc tcctcatcac ctctctctct 540 
gtccttagaa catgctcacc ttcactttgg agcatggaga gtttgaagat gggaagggca 600 
agtgtcccta tgacccagct aagggccatg ctggccttct tgtggatggt gagctgtact 660 
cggccacact caacaacttc ctgggcacgg aacccattat cctgcgtaac atggggcccc 720 
accactcca 729 



<210> 35 
<211> 243 
<212> PRT 
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<213> Homo sapiens 
<400> 35 

Met Ala Pro His Trp Ala Val Trp Leu Leu Ala Ala Arg Leu Trp Gly 
15 10 15 

Leu Gly lie Gly Ala Glu Val Trp Trp Asn Leu Val Pro Arg Lys Thr 
20 25 30 

Val Ser Ser Gly Glu Leu Ala Thr Val Val Arg Arg Phe Ser Gin Thr 
35 40 45 

Gly lie Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu Pro Thr Gly Leu 
50 55 60 

Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Met Glu Ala 
65 70 75 80 

Leu Glu Leu Gin Gly Ala lie Ser Trp Glu Ala Pro Val Glu Lys Lys 
85 90 95 

Thr Glu Cys lie Gin Lys Gly Lys Asn Asn Gin Thr Glu Cys Phe Asn 
100 105 110 

Phe lie Arg Phe Leu Gin Pro Tyr Asn Ala Ser His Leu Tyr Val Cys 
115 120 125 

Gly Thr Tyr Ala Phe Gin Pro Lys Cys Thr Tyr Val Val Ser Ala Ala 
130 135 140 

Leu Leu Pro Arg Cys Pro Gin Pro Pro Ala Leu Leu Thr Leu Leu Trp 
145 150 155 160 

Thr Arg Gly Cys Gly Pro Gin Ser Pro Ala Leu Lys His Leu Leu lie 
165 170 175 

Thr Ser Leu Ser Val Leu Arg Thr Cys Ser Pro Ser Leu Trp Ser Met 
180 185 190 

Glu Ser Leu Lys Met Gly Arg Ala Ser Val Pro Met Thr Gin Leu Arg 
195 200 205 

Ala Met Leu Ala Phe Leu Trp Met Val Ser Cys Thr Arg Pro His Ser 
210 215 220 

Thr Thr Ser Trp Ala Arg Asn Pro Leu Ser Cys Val Thr Trp Gly Pro 
225 230 235 240 
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Thr Thr Pro 



<210> 36 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Ala Pro His Trp Ala Val Trp Leu Leu Ala Ala Arg Leu Trp Gly 
15 10 15 

Leu Gly lie Gly 
20 



<210> 37 
<211> 223 
<212> PRT 

<213> Homo sapiens 
<400> 37 

Ala Glu Val Trp Trp Asn Leu Val Pro Arg Lys Thr Val Ser Ser Gly 
15 10 15 

Glu Leu Ala Thr Val Val Arg Arg Phe Ser Gin Thr Gly lie Gin Asp 
20 25 30 

Phe Leu Thr Leu Thr Leu Thr Glu Pro Thr Gly Leu Leu Tyr Val Gly 
35 40 45 

Ala Arg Glu Ala Leu Phe Ala Phe Ser Met Glu Ala Leu Glu Leu Gin 
50 55 60 

Gly Ala lie Ser Trp Glu Ala Pro Val Glu Lys Lys Thr Glu Cys lie 
65 70 75 80 

Gin Lys Gly Lys Asn Asn Gin Thr Glu Cys Phe Asn Phe lie Arg Phe 
85 90 95 

Leu Gin Pro Tyr Asn Ala Ser His Leu Tyr Val Cys Gly Thr Tyr Ala 
100 105 110 

Phe Gin Pro Lys Cys Thr Tyr Val Val Ser Ala Ala Leu Leu Pro Arg 
115 120 125 

Cys Pro Gin Pro Pro Ala Leu Leu Thr Leu Leu Trp Thr Arg Gly Cys 
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130 

Gly Pro Gin Ser 
145 

Val Leu Arg Thr 



Met Gly Arg Ala 
180 

Phe Leu Trp Met 
195 

Ala Arg Asn Pro 
210 




135 



Pro Ala Leu Lys 
150 

Cys Ser Pro Ser 
165 

Ser Val Pro Met 



Val Ser Cys Thr 
200 

Leu Ser Cys Val 
215 



140 

His Leu Leu He 
155 

Leu Trp Ser Met 
170 

Thr Gin Leu Arg 
185 

Arg Pro His Ser 



Thr Trp Gly Pro 
220 




Thr Ser Leu Ser 
160 

Glu Ser Leu Lys 
175 

Ala Met Leu Ala 
190 

Thr Thr Ser Trp 
205 

Thr Thr Pro 



<210> 38 

<211> 2498 

<212> DNA 

<213> Homo sapiens 

<400> 38 

gtcgacccac gcgtccgcgg acgcgtgggc gcgcgggggc catccagacc ctgcggagag 60 

cgaggcccgg agcgtcgccg aggtttgagg gcgccggaga ccgagggcct ggcggccgaa 120 

ggaaccgccc caagaagagc ctctggcccg ggggctgctg gaacatgtgc ggggggacac 180 

agtttgtttg acagttgcca gactatgttt acgcttctgg ttctactcag ccaactgccc 240 

acagttaccc tggggtttcc tcattgcgca agaggtccaa aggcttctaa gcatgcggga 300 

gaagaagtgt ttacatcaaa agaagaagca aactttttca tacatagacg ccttctgtat 360 

aatagatttg atctggagct cttcactccc ggcaacctag aaagagagtg caatgaagaa 420 

ctttgcaatt atgaggaagc cagagagatt tttgtggatg aagataaaac gattgcattt 480 

tggcaggaat attcagctaa aggaccaacc acaaaatcag atggcaacag agagaaaata 540 

gatgttatgg gccttctgac tggattaatt gctgctggag tatttttggt tatttttgga 600 

ttacttggct actatctttg tatcactaag tgtaataggc tacaacatcc atgctcttca 660 

gccgtctatg aaagggggag gcacactccc tccatcattt tcagaagacc tgaggaggct 720 

gccttgtctc cattgccgcc ttctgtggag gatgcaggat taccttctta tgaacaggca 780 

gtggcgctga ccagaaaaca cagtgtttca ccaccaccac catatcctgg gcacacaaaa 840 

ggatttaggg tatttaaaaa atctatgtct ctcccatctc actgactacc ttgtcatttt 900 

ggtataagaa atttgtgtta tttgataggc cgggcatggt ggctcatgcc tgtaatccca 960 

gcactttggg aggccaggag ttcgagacca gcctggccaa catggtgaaa cccggtctct 1020 

actaaaaatt caaaaattac ctaggcgtca tggggcatgc ctgtagtccc acctacttgg 1080 

gaggctgaag caggagaatt gctcgaacct gggaggcaga ggttgcagta agctgagatc 1140 

acgccactgc attccagcct gggcgacaga gcaagactcc atctcaaaaa taaaataaaa 1200 

aaagaaagaa agaaaagaag aagaaaagag aagaaggaga aggagatgaa ggaggaggag 1260 

gaggagaagg agaagaagaa gaagaagaag accacaaaag acatgactat ccaacttttt 1320 

atgacaaact gcaaggaata aaggaagaat aagtccatgt actgtaccac agaagttctg 1380 

tctgcatctt ggacctgaac ttgatcatta tcagcttgat aagagacttt ttgactctat 1440 
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atccttgcag ttaagaagaa agcacttttt tgtaatgttt gttttaatgg ttcaaaaaaa 1500 
atctttctta taaagagcat aggtagaatt agtgaactct ttggatcctt tgtacagata 1560 
aaggttatag atttcttgtg ttgaatatta aaaaagcaag gatgtctaac cattaagatt 1620 
atccaaagtc aggctgggcg cagtggctca cgcctgtaat cccagcactt tgggagggat 1680 
aggtgggcgg atcacctgag gtcaggagtt tgagaccagc ctggccaaca tggcaaaacc 1740 
ccgtctctac aaaaatacaa aagaaattag ccagacatga tggcgggtgc ctctaatccc 1800 
agctactggg gaggctgagg tgggagaatc gcttgaactc gggaggtgga ggttgtagtg 1860 
aggcgagatt gtgccattgc actccaacct gggcgacaga gtgagactcc atctcaaaaa 1920 
aaaaaaaaaa aaaaagatta tccaaaaaga tattggacct actctttctt aggatttttt 1980 
tggcgggggg ttagaaatac ttcacagaat ttgacatttc agtataaatc tgtgacctta 2040 
atataatcac ttggttttat atgttaaatt attgcacagc agtcatcata ttttgcagag 2100 
tttagttctt aactcttgct gtcagtcatg ttttattata ggtagtgggg tcagtagttt 2160 
tcttcttcta aaaaatacta tttgctatga agttagttct tcagaagata caagtttgca 2220 
atgaaaagga tttgcaaggg ttgttatgct atcaaataaa cagacctaaa atctaggaga 2280 
cactagaact taatgaagtt gcccctgtta ctgattagta aatactccca tcttcgttgc 2340 
aaaattatct ctctgtataa ctacatatga ttattttgaa atttgttaaa cttcataagt 2400 
aatagtttga gaatgtggaa aaagtaattt gcttttctgc tcttaaaata atattgatta 2460 
atgttaccag aaaaaaaaaa aaaaaaaagg gcggccgc 24 98 



<210> 39 

<211> 678 

<212> DNA 

<213> Homo sapiens 

<400> 39 

atgtttacgc ttctggttct actcagccaa ctgcccacag ttaccctggg gtttcctcat 60 
tgcgcaagag gtccaaaggc ttctaagcat gcgggagaag aagtgtttac atcaaaagaa 120 
gaagcaaact ttttcataca tagacgcctt ctgtataata gatttgatct ggagctcttc 180 
actcccggca acctagaaag agagtgcaat gaagaacttt gcaattatga ggaagccaga 240 
gagatttttg tggatgaaga taaaacgatt gcattttggc aggaatattc agctaaagga 300 
ccaaccacaa aatcagatgg caacagagag aaaatagatg ttatgggcct tctgactgga 360 
ttaattgctg ctggagtatt tttggttatt tttggattac ttggctacta tctttgtatc 420 
actaagtgta ataggctaca acatccatgc tcttcagccg tctatgaaag ggggaggcac 480 
actccctcca tcattttcag aagacctgag gaggctgcct tgtctccatt gccgccttct 540 
gtggaggatg caggattacc ttcttatgaa caggcagtgg cgctgaccag aaaacacagt 600 
gtttcaccac caccaccata tcctgggcac acaaaaggat ttagggtatt taaaaaatct 660 
atgtctctcc catctcac 678 



<210> 40 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Phe Thr Leu Leu Val Leu Leu Ser Gin Leu Pro Thr Val Thr Leu 
15 10 15 
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Gly Phe Pro His Cys Ala Arg Gly Pro Lys Ala Ser Lys His Ala Gly 
20 25 30 

Glu Glu Val Phe Thr Ser Lys Glu Glu Ala Asn Phe Phe lie His Arg 
35 40 45 

Arg Leu Leu Tyr Asn Arg Phe Asp Leu Glu Leu Phe Thr Pro Gly Asn 
50 55 60 

Leu Glu Arg Glu Cys Asn Glu Glu Leu Cys Asn Tyr Glu Glu Ala Arg 
65 70 75 80 

Glu lie Phe Val Asp Glu Asp Lys Thr lie Ala Phe Trp Gin Glu Tyr 
85 90 95 

Ser Ala Lys Gly Pro Thr Thr Lys Ser Asp Gly Asn Arg Glu Lys He 
100 105 110 



Asp Val Met Gly Leu Leu Thr Gly Leu He Ala Ala Gly Val Phe Leu 
115 120 125 



Val He Phe Gly Leu Leu Gly Tyr Tyr Leu Cys He Thr Lys Cys Asn 
130 135 140 

Arg Leu Gin His Pro Cys Ser Ser Ala Val Tyr Glu Arg Gly Arg His 
145 150 155 160 



j,^ Thr Pro Ser He He Phe Arg Arg Pro Glu Glu Ala Ala Leu Ser Pro 

|F! 165 170 175 



Leu Pro Pro Ser Val Glu Asp Ala Gly Leu Pro Ser Tyr Glu Gin Ala 
180 185 190 

Val Ala Leu Thr Arg Lys His Ser Val Ser Pro Pro Pro Pro Tyr Pro 
195 200 205 

Gly His Thr Lys Gly Phe Arg Val Phe Lys Lys Ser Met Ser Leu Pro 
210 215 220 



Ser His 
225 



<210> 41 
<211> 17 
<212> PRT 

<213> Homo sapiens 
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<400> 41 

Met Phe Thr Leu Leu Val Leu Leu Ser Gin Leu Pro Thr Val Thr Leu 
15 10 15 

Gly 



<210> 42 

<211> 209 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Phe Pro His Cys Ala Arg Gly Pro Lys Ala Ser Lys His Ala Gly Glu 
1 5 10 15 

Glu Val Phe Thr Ser Lys Glu Glu Ala Asn Phe Phe lie His Arg Arg 
20 25 30 

Leu Leu Tyr Asn Arg Phe Asp Leu Glu Leu Phe Thr Pro Gly Asn Leu 
35 40 45 

Glu Arg Glu Cys Asn Glu Glu Leu Cys Asn Tyr Glu Glu Ala Arg Glu 
50 55 60 

He Phe Val Asp Glu Asp Lys Thr He Ala Phe Trp Gin Glu Tyr Ser 
65 70 75 80 

Ala Lys Gly Pro Thr Thr Lys" Ser Asp Gly Asn Arg Glu Lys He Asp 
85 90 95 

Val Met Gly Leu Leu Thr Gly Leu He Ala Ala Gly Val Phe Leu Val 
100 ^105 110 

He Phe Gly Leu Leu Gly Tyr Tyr Leu Cys He Thr Lys Cys Asn Arg 
115 120 125 

Leu Gin His Pro Cys Ser Ser Ala Val Tyr Glu Arg Gly Arg His Thr 
130 135 140 

Pro Ser He lie Phe Arg Arg Pro Glu Glu Ala Ala Leu Ser Pro Leu 
145 150 155 160 

Pro Pro Ser Val Glu Asp Ala Gly Leu Pro Ser Tyr Glu Gin Ala Val 
165 170 175 
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Ala Leu Thr Arg Lys His Ser Val Ser Pro Pro Pro Pro Tyr Pro Gly 
180 185 190 

His Thr Lys Gly Phe Arg Val Phe Lys Lys Ser Met Ser Leu Pro Ser 
195 200 205 



His 



<210> 43 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 43 

Phe Pro His Cys Ala Arg Gly Pro Lys Ala Ser Lys His Ala Gly Glu 
15 10 15 

Glu Val Phe Thr Ser Lys Glu Glu Ala Asn Phe Phe lie His Arg Arg 
20 25 30 

Leu Leu Tyr Asn Arg Phe Asp Leu Glu Leu Phe Thr Pro Gly Asn Leu 
35 40 45 

Glu Arg Glu Cys Asn Glu Glu Leu Cys Asn Tyr Glu Glu Ala Arg Glu 
50 55 60 

lie Phe Val Asp Glu Asp Lys Thr He Ala Phe Trp Gin Glu Tyr Ser 
65 70 75 80 

Ala Lys Gly Pro Thr Thr Lys Ser Asp Gly Asn Arg Glu Lys He Asp 
85 90 95 



<210> 44 
<211> 25 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Val Met Gly Leu Leu Thr Gly Leu He Ala Ala Gly Val Phe Leu Val 
15 10 15 

He Phe Gly Leu Leu Gly Tyr Tyr Leu 
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20 25 



<210> 45 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 45 

Cys lie Thr Lys Cys Asn Arg Leu Gin His Pro Cys Ser Ser Ala Val 
1 5 10 15 

Tyr Glu Arg Gly Arg His Thr Pro Ser lie lie Phe Arg Arg Pro Glu 
20 25 30 

Glu Ala Ala Leu Ser Pro Leu Pro Pro Ser Val Glu Asp Ala Gly Leu 
35 40 45 

Pro Ser Tyr Glu Gin Ala Val Ala Leu Thr Arg Lys His Ser Val Ser 
50 55 60 

Pro Pro Pro Pro Tyr Pro Gly His Thr Lys Gly Phe Arg Val Phe Lys 
65 70 75 80 

Lys Ser Met Ser Leu Pro Ser His 
85 



<210> 46 

<211> 2169 

<212> DNA 

<213> Homo sapiens 

<400> 46 

gtcgacccac gcgtccggaa atgtcgttct tcagatttaa aaagaaaacc tttactgaat 60 

cagctgagtg ttaataatac gaatttcctt ttcttgccaa ttctgatctg aacagaaaat 120 

ccaagaacag ggatatgtgt ggattacagt tttctctgcc ttgcctacga ctgtttctgg 180 

ttgttacctg ttatctttta ttattactcc acaaagaaat acttggatgt tcgtctgttt 240 

gtcagctctg cactgggaga caaattaact gccgtaactt aggcctttcg agtattccta 300 

agaattttcc tgaaagtaca gtttttctgt atctgactgg gaataatata tcttatataa 360 

atgaaagtga attaacagga cttcattctc ttgtagcatt gtatttggat aattctaaca 420 

ttctgtatgt atatccaaaa gcctttgttc aattgaggca tctatatttt ctatttctaa 480 

ataataattt catcaaacgc ttagatcctg gaatatttaa gggactttta aatcttcgta 540 

atttatattt acagtataat caggtatctt ttgttccgag aggagtattt aatgatctag 600 

tttcagttca gtacttaaat ctacaaagga atcgcctcac tgtccttggg agtggtacct 660 

ttgttggtat ggttgctctt cggatacttg atttatcaaa caataacatt ttgaggatat 720 

cagaatcagg ctttcaacat cttgaaaacc ttgcttgttt gtatttagga agtaataatt 780 

taacaaaagt accatcaaat gcctttgaag tacttaaaag tcttagaaga ctttctttgt 840 
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ctcataatcc tattgaagca atacagccct 

acctcctcct gaaaaattca agaattagga 

ataatcttaa acatttgatc ttaagtcata 

tcagtttgtt aaagaattta atttacctta 

ataatgatac atttgaaaat atgggagcat 

atcttacagc cttgcatcca agggtcctta 

caaattctaa tccttgggaa tgtaactgca 

cttcagccat tactctaaac atctattgtc 

tacgttatat taacattaca aattgtgtta 

ctgttgtaaa atctcctcat attcatcaca 

aagtaaccac aaatggcagt cctctggaaa 

aacgaattcc tacttcacct gctggtagat 

tagagactac agcagtgtta cctgtgcaaa 

tggaaaaaaa cagtgctcta ccgaatgatg 

tttgtacaca agaagttgag aagttgaatg 

tcttagcttg tgttttaatc atttttttga 

taaaggcatc agaaaactca agggaaaata 

caaggtataa tgtaactgcc tcaatttgta 

p gcttggagca gattcgactt cataaacaaa 

l3 tttttgaaca ttctgcttta taactcaact 

h l § tggacatgat ttaaactgaa acctccttat 

W gaattatatg aggttagcat tattaaaata 
f'J ggcggccgc 

" ; " ?! <210> 47 

!L <211> 1866 

Jig <212> DNA 

if,!':: 

i& <213> Homo sapiens 

jljjj <400> 47 

|;j atgtgtggat tacagttttc tctgccttgc 

cttttattat tactccacaa agaaatactt 
gggagacaaa ttaactgccg taacttaggc 
agtacagttt ttctgtatct gactgggaat 
acaggacttc attctcttgt agcattgtat 
ccaaaagcct ttgttcaatt gaggcatcta 
aaacgcttag atcctggaat atttaaggga 
tataatcagg tatcttttgt tccgagagga 
ttaaatctac aaaggaatcg cctcactgtc 
gctcttcgga tacttgattt atcaaacaat 
caacatcttg aaaaccttgc ttgtttgtat 
tcaaatgcct ttgaagtact taaaagtctt 
gaagcaatac agccctttgc atttaaagga 
aattcaagaa ttaggaatgt tactagggat 
ttgatcttaa gtcataatga tttagagaat 
aatttaattt accttaagtt agatagaaac 
gaaaatatgg gagcatcttt gaagatcctt 




ttgcatttaa aggacttgcc aatctggaat 900 
atgttactag ggatgggttt agtggaatta 960 
atgatttaga gaatttaaat tctgacacat 1020 
agttagatag aaacagaata attagcattg 1080 
ctttgaagat ccttaatctg tcatttaata 1140 
agccgttgtc ttcattgatt catcttcagg 1200 
aacttttggg ccttcgagac tggctagcat 1260 
agaatccccc atccatgcgt ggcagagcat 1320 
catcttcaat aaatgtatcc agagcttggg 1380 
agactactgc gctaatgatg gcctggcata 1440 
atactgagac tgagaacatt actttctggg 1500 
tttttcaaga gaatgccttt ggtaatccat 1560 
tacaacttac tacttctgtt accttgaact 1620 
ctgcttcaat gtcagggaaa acatctctaa 1680 
aggcttttga cattttgcta gcttttttca 1740 
tctacaaagt tgttcagttt aaacaaaaac 1800 
gacttgaata ctacagcttt tatcagtcag 1860 
acacttcccc aaattctcta gaaagtcctg 1920 
ttgttcctga aaatgaggca caggtcattc 1980 
aaatattgtc tataagaaac ttcagtgcca 2040 
ataattatat actttagttg gaaatataat 2100 
tgtttttaat aaaaaaaaaa aaaaaaaaag 2160 

2169 



ctacgactgt ttctggttgt tacctgttat 60 
ggatgttcgt ctgtttgtca gctctgcact 120 
ctttcgagta ttcctaagaa ttttcctgaa 180 
aatatatctt atataaatga aagtgaatta 240 
ttggataatt ctaacattct gtatgtatat 300 
tattttctat ttctaaataa taatttcatc 360 
cttttaaatc ttcgtaattt atatttacag 420 
gtatttaatg atctagtttc agttcagtac 480 
cttgggagtg gtacctttgt tggtatggtt 540 
aacattttga ggatatcaga atcaggcttt 600 
ttaggaagta ataatttaac aaaagtacca 660 
agaagacttt ctttgtctca taatcctatt 720 
cttgccaatc tggaatacct cctcctgaaa 780 
gggtttagtg gaattaataa tcttaaacat 840 
ttaaattctg acacattcag tttgttaaag 900 
agaataatta gcattgataa tgatacattt 960 
aatctgtcat ttaataatct tacagccttg 1020 
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catccaaggg tccttaagcc gttgtcttca ttgattcatc ttcaggcaaa ttctaatcct 1080 
tgggaatgta actgcaaact tttgggcctt cgagactggc tagcatcttc agccattact 1140 
ctaaacatct attgtcagaa tcccccatcc atgcgtggca gagcattacg ttatattaac 1200 
attacaaatt gtgttacatc ttcaataaat gtatccagag cttgggctgt tgtaaaatct 1260 
cctcatattc atcacaagac tactgcgcta atgatggcct ggcataaagt aaccacaaat 1320 
ggcagtcctc tggaaaatac tgagactgag aacattactt tctgggaacg aattcctact 1380 
tcacctgctg gtagattttt tcaagagaat gcctttggta atccattaga gactacagca 144 0 
gtgttacctg tgcaaataca acttactact tctgttacct tgaacttgga aaaaaacagt 1500 
gctctaccga atgatgctgc ttcaatgtca gggaaaacat ctctaatttg tacacaagaa 1560 
gttgagaagt tgaatgaggc ttttgacatt ttgctagctt ttttcatctt agcttgtgtt 1620 
ttaatcattt ttttgatcta caaagttgtt cagtttaaac aaaaactaaa ggcatcagaa 1680 
aactcaaggg aaaatagact tgaatactac agcttttatc agtcagcaag gtataatgta 1740 
actgcctcaa tttgtaacac ttccccaaat tctctagaaa gtcctggctt ggagcagatt 1800 
cgacttcata aacaaattgt tcctgaaaat gaggcacagg tcattctttt tgaacattct 1860 
gcttta 1866 



<210> 48 
<211> 622 
<212> PRT 

<213> Homo sapiens 
<400> 48 

Met Cys Gly Leu Gin Phe Ser Leu Pro Cys Leu Arg Leu Phe Leu Val 
15 10 15 

Val Thr Cys Tyr Leu Leu Leu Leu Leu His Lys Glu lie Leu Gly Cys 
20 25 30 

Ser Ser Val Cys Gin Leu Cys Thr Gly Arg Gin lie Asn Cys Arg Asn 
35 40 45 

Leu Gly Leu Ser Ser lie Pro Lys Asn Phe Pro Glu Ser Thr Val Phe 
50 55 60 

Leu Tyr Leu Thr Gly Asn Asn lie Ser Tyr lie Asn Glu Ser Glu Leu 
65 70 75 80 

Thr Gly Leu His Ser Leu Val Ala Leu Tyr Leu Asp Asn Ser Asn lie 
85 90 95 

Leu Tyr Val Tyr Pro Lys Ala Phe Val Gin Leu Arg His Leu Tyr Phe 
100 105 110 

Leu Phe Leu Asn Asn Asn Phe lie Lys Arg Leu Asp Pro Gly lie Phe 
115 120 125 

Lys Gly Leu Leu Asn Leu Arg Asn Leu Tyr Leu Gin Tyr Asn Gin Val 
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130 



135 



140 



Ser Phe Val Pro Arg Gly Val Phe Asn Asp Leu Val Ser Val Gin Tyr 
145 150 155 160 

Leu Asn Leu Gin Arg Asn Arg Leu Thr Val Leu Gly Ser Gly Thr Phe 
165 170 175 

Val Gly Met Val Ala Leu Arg lie Leu Asp Leu Ser Asn Asn Asn He 
180 185 190 

Leu Arg He Ser Glu Ser Gly Phe Gin His Leu Glu Asn Leu Ala Cys 
195 200 205 

Leu Tyr Leu Gly Ser Asn Asn Leu Thr Lys Val Pro Ser Asn Ala Phe 
210 215 220 

Glu Val Leu Lys Ser Leu Arg Arg Leu Ser Leu Ser His Asn Pro He 
225 230 235 240 



Glu Ala He Gin Pro Phe Ala Phe Lys Gly Leu Ala Asn Leu Glu Tyr 
245 250 255 

Leu Leu Leu Lys Asn Ser Arg He Arg Asn Val Thr Arg Asp Gly Phe 
260 265 270 



V % 

m. 



Ser Gly lie Asn Asn Leu Lys His Leu He Leu Ser His Asn Asp Leu 
275 280 285 



II 

m 



Glu Asn Leu Asn Ser Asp Thr Phe Ser Leu Leu Lys Asn Leu He Tyr 
290 295 300 

Leu Lys Leu Asp Arg Asn Arg lie lie Ser He Asp Asn Asp Thr Phe 
305 310 315 320 

Glu Asn Met Gly Ala Ser Leu Lys He Leu Asn Leu Ser Phe Asn Asn 
325 330 335 

Leu Thr Ala Leu His Pro Arg Val Leu Lys Pro Leu Ser Ser Leu He 
340 345 350 

His Leu Gin Ala Asn Ser Asn Pro Trp Glu Cys Asn Cys Lys Leu Leu 
355 360 365 

Gly Leu Arg Asp Trp Leu Ala Ser Ser Ala He Thr Leu Asn lie Tyr 
370 375 380 



Cys Gin Asn Pro Pro Ser Met Arg Gly Arg Ala Leu Arg Tyr He Asn 
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385 390 395 400 

He Thr Asn Cys Val Thr Ser Ser He Asn Val Ser Arg Ala Trp Ala 
405 410 415 

Val Val Lys Ser Pro His He His His Lys Thr Thr Ala Leu Met Met 
420 425 430 

Ala Trp His Lys Val Thr Thr Asn Gly Ser Pro Leu Glu Asn Thr Glu 
435 440 445 

Thr Glu Asn He Thr Phe Trp Glu Arg He Pro Thr Ser Pro Ala Gly 
450 455 460 

Arg Phe Phe Gin Glu Asn Ala Phe Gly Asn Pro Leu Glu Thr Thr Ala 
465 470 475 480 

Val Leu Pro Val Gin He Gin Leu Thr Thr Ser Val Thr Leu Asn Leu 
485 490 495 

Glu Lys Asn Ser Ala Leu Pro Asn Asp Ala Ala Ser Met Ser Gly Lys 
500 505 510 

Thr Ser Leu He Cys Thr Gin Glu Val Glu Lys Leu Asn Glu Ala Phe 
515 520 525 

Asp He Leu Leu Ala Phe Phe He Leu Ala Cys Val Leu He He Phe 
530 535 540 

Leu He Tyr Lys Val Val Gin Phe Lys Gin Lys Leu Lys Ala Ser Glu 
545 550 555 560 

Asn Ser Arg Glu Asn Arg Leu Glu Tyr Tyr Ser Phe Tyr Gin Ser Ala 
565 570 575 

Arg Tyr Asn Val Thr Ala Ser He Cys Asn Thr Ser Pro Asn Ser Leu 
580 585 590 

Glu Ser Pro Gly Leu Glu Gin He Arg Leu His Lys Gin He Val Pro 
595 600 605 

Glu Asn Glu Ala Gin Val He Leu Phe Glu His Ser Ala Leu 
610 615 620 



<210> 49 
<211> 31 
<212> PRT 
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<213> Homo sapiens 
<400> 49 

Met Cys Gly Leu Gin Phe Ser Leu Pro Cys Leu Arg Leu Phe Leu Val 
15 10 15 

Val Thr Cys Tyr Leu Leu Leu Leu Leu His Lys Glu lie Le'u Gly 

20 25 30 



<210> 50 
<211> 591 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Cys Ser Ser Val Cys Gin Leu Cys Thr Gly Arg Gin lie Asn Cys Arg 
15 10 15 

Asn Leu Gly Leu Ser Ser lie Pro Lys Asn Phe Pro Glu Ser Thr Val 
20 25 30 

Phe Leu Tyr Leu Thr Gly Asn Asn lie Ser Tyr lie Asn Glu Ser Glu 
35 40 45 

Leu Thr Gly Leu His Ser Leu Val Ala Leu Tyr Leu Asp Asn Ser Asn 
50 55 60 

lie Leu Tyr Val Tyr Pro Lys Ala Phe Val Gin Leu Arg His Leu Tyr 
65 70 75 80 

Phe Leu Phe Leu Asn Asn Asn Phe He Lys Arg Leu Asp Pro Gly He 
85 90 95 

Phe Lys Gly Leu Leu Asn Leu Arg Asn Leu Tyr Leu Gin Tyr Asn Gin 
100 105 110 

Val Ser Phe Val Pro Arg Gly Val Phe Asn Asp Leu Val Ser Val Gin 
115 120 125 

Tyr Leu Asn Leu Gin Arg Asn Arg Leu Thr Val Leu Gly Ser Gly Thr 
130 135 140 

Phe Val Gly Met Val Ala Leu Arg He Leu Asp Leu Ser Asn Asn Asn 
145 150 155 160 

He Leu Arg lie Ser Glu Ser Gly Phe Gin His Leu Glu Asn Leu Ala 
165 170 175 
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Cys Leu Tyr Leu Gly Ser Asn Asn Leu Thr Lys Val Pro Ser Asn Ala 
180 185 190 

Phe Glu Val Leu Lys Ser Leu Arg Arg Leu Ser Leu Ser His Asn Pro 
195 200 205 

lie Glu Ala lie Gin Pro Phe Ala Phe Lys Gly Leu Ala Asn Leu Glu 
210 215 220 

Tyr Leu Leu Leu Lys Asn Ser Arg lie Arg Asn Val Thr Arg Asp Gly 
225 230 235 240 

Phe Ser Gly He Asn Asn Leu Lys His Leu He Leu Ser His Asn Asp 
245 250 255 

Leu Glu Asn Leu Asn Ser Asp Thr Phe Ser Leu Leu Lys Asn Leu He 
260 265 270 

Tyr Leu Lys Leu Asp Arg Asn Arg He He Ser He Asp Asn Asp Thr 
275 280 285 

Phe Glu Asn Met Gly Ala Ser Leu Lys He Leu Asn Leu Ser Phe Asn 
290 295 300 

Asn Leu Thr Ala Leu His Pro Arg Val Leu Lys Pro Leu Ser Ser Leu 
305 310 315 320 

He His Leu Gin Ala Asn Ser Asn Pro Trp Glu Cys Asn Cys Lys Leu 
325 330 335 

Leu Gly Leu Arg Asp Trp Leu Ala Ser Ser Ala He Thr Leu Asn He 
340 345 350 

Tyr Cys Gin Asn Pro Pro Ser Met Arg Gly Arg Ala Leu Arg Tyr He 
355 360 365 

Asn He Thr Asn Cys Val Thr Ser Ser He Asn Val Ser Arg Ala Trp 
370 375 380 

Ala Val Val Lys Ser Pro His He His His Lys Thr Thr Ala Leu Met 
385 390 395 400 

Met Ala Trp His Lys Val Thr Thr Asn Gly Ser Pro Leu Glu Asn Thr 
405 410 415 



Glu Thr Glu Asn He Thr Phe Trp Glu Arg He Pro Thr Ser Pro Ala 
420 425 430 
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Gly Arg Phe Phe 
435 

Ala Val Leu Pro 
450 

Leu Glu Lys Asn 
465 

Lys Thr Ser Leu 



Phe Asp lie Leu 
500 

Phe Leu lie Tyr 
515 

Glu Asn Ser Arg 
530 

Ala Arg Tyr Asn 
545 

Leu Glu Ser Pro 



Pro Glu Asn Glu 
580 




Gin Glu Asn Ala 
440 

Val Gin He Gin 
455 

Ser Ala Leu Pro 
470 

He Cys Thr Gin 
485 

Leu Ala Phe Phe 



Lys Val Val Gin 
520 

Glu Asn Arg Leu 
535 

Val Thr Ala Ser 
550 

Gly Leu Glu Gin 
565 

Ala Gin Val He 



Phe Gly Asn Pro 



Leu Thr Thr Ser 
460 

Asn Asp Ala Ala 
475 

Glu Val Glu Lys 
490 

He Leu Ala Cys 
505 

Phe Lys Gin Lys 



Glu Tyr Tyr Ser 
540 

He Cys Asn Thr 
555 

He Arg Leu His 
570 

Leu Phe Glu His 
585 




Leu Glu Thr Thr 
445 

Val Thr Leu Asn 



Ser Met Ser Gly 
480 

Leu Asn Glu Ala 
495 

Val Leu He He 
510 

Leu Lys Ala Ser 
525 

Phe Tyr Gin Ser 



Ser Pro Asn Ser 
560 

Lys Gin He Val 
575 

Ser Ala Leu 
590 



<210> 51 
<211> 498 
<212> PRT 

<213> Homo sapiens 
<400> 51 

Cys Ser Ser Val Cys Gin Leu Cys Thr Gly Arg Gin He Asn Cys Arg 
15 10 15 

Asn Leu Gly Leu Ser Ser He Pro Lys Asn Phe Pro Glu Ser Thr Val 
20 25 30 

Phe Leu Tyr Leu Thr Gly Asn Asn He Ser Tyr He Asn Glu Ser Glu 
35 40 45 

Leu Thr Gly Leu His Ser Leu Val Ala Leu Tyr Leu Asp Asn Ser Asn 
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50 



55 



60 



lie Leu Tyr Val Tyr Pro Lys Ala Phe Val Gin Leu Arg His Leu Tyr 
65 70 75 80 

Phe Leu Phe Leu Asn Asn Asn Phe He Lys Arg Leu Asp Pro Gly He 
85 90 95 

Phe Lys Gly Leu Leu Asn Leu Arg Asn Leu Tyr Leu Gin Tyr Asn Gin 
100 105 HO 

Val Ser Phe Val Pro Arg Gly Val Phe Asn Asp Leu Val Ser Val Gin 
115 120 125 

Tyr Leu Asn Leu Gin Arg Asn Arg Leu Thr Val Leu Gly Ser Gly Thr 
130 135 140 

Phe Val Gly Met Val Ala Leu Arg He Leu Asp Leu Ser Asn Asn Asn 
145 150 155 160 



He Leu Arg He Ser Glu Ser Gly Phe Gin His Leu Glu Asn Leu Ala 
165 170 175 



Cys Leu Tyr Leu Gly Ser Asn Asn Leu Thr Lys Val Pro Ser Asn Ala 
180 185 190 



lift 



Phe Glu Val Leu Lys Ser Leu Arg Arg Leu Ser Leu Ser His Asn Pro 
195 200 205 



m 



He Glu Ala He Gin Pro Phe Ala Phe Lys Gly Leu Ala Asn Leu Glu 
210 215 220 



Tyr Leu Leu Leu Lys Asn Ser Arg He Arg Asn Val Thr Arg Asp Gly 
225 230 235 240 

Phe Ser Gly He Asn Asn Leu Lys His Leu He Leu Ser His Asn Asp 
245 250 255 

Leu Glu Asn Leu Asn Ser Asp Thr Phe Ser Leu Leu Lys Asn Leu He 
260 265 270 

Tyr Leu Lys Leu Asp Arg Asn Arg He He Ser He Asp Asn Asp Thr 
275 280 285 

Phe Glu Asn Met Gly Ala Ser Leu Lys He Leu Asn Leu Ser Phe Asn 
290 295 300 



Asn Leu Thr Ala Leu His Pro Arg Val Leu Lys Pro Leu Ser Ser Leu 
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305 



310 



315 



320 



lie His Leu Gin Ala Asn Ser Asn Pro Trp Glu Cys Asn Cys Lys Leu 
325 330 335 

Leu Gly Leu Arg Asp Trp Leu Ala Ser Ser Ala lie Thr Leu Asn lie 
340 345 350 

Tyr Cys Gin Asn Pro Pro Ser Met Arg Gly Arg Ala Leu Arg Tyr lie 
355 360 365 

Asn lie Thr Asn Cys Val Thr Ser Ser lie Asn Val Ser Arg Ala Trp 
370 375 380 

Ala Val Val Lys Ser Pro His lie His His Lys Thr Thr Ala Leu Met 
385 390 395 . 400 

Met Ala Trp His Lys Val Thr Thr Asn Gly Ser Pro Leu Glu Asn Thr 
405 410 415 

Glu Thr Glu Asn lie Thr Phe Trp Glu Arg lie Pro Thr Ser Pro Ala 
420 425 430 

Gly Arg Phe Phe Gin Glu Asn Ala Phe Gly Asn Pro Leu Glu Thr Thr 
435 440 445 

Ala Val Leu Pro Val Gin lie Gin Leu Thr Thr Ser Val Thr Leu Asn 
450 455 460 

Leu Glu Lys Asn Ser Ala Leu Pro Asn Asp Ala Ala Ser Met Ser Gly 
465 470 475 480 

Lys Thr Ser Leu lie Cys Thr Gin Glu Val Glu Lys Leu Asn Glu Ala 
485 490 495 



Phe Asp 



<210> 52 
<211> 18 
<212> PRT 

<213> Homo sapiens 
<400> 52 

lie Leu Leu Ala Phe Phe lie Leu Ala Cys Val Leu lie lie Phe Leu 
15 10 15 
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lie Tyr 



<210> 53 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Lys Val Val Gin Phe Lys Gin Lys Leu Lys Ala Ser Glu Asn Ser Arg 
1 5 10 15 

Glu Asn Arg Leu Glu Tyr Tyr Ser Phe Tyr Gin Ser Ala Arg Tyr Asn 
20 25 30 

Val Thr Ala Ser lie Cys Asn Thr Ser Pro Asn Ser Leu Glu Ser Pro 
35 40 45 

Gly Leu Glu Gin He Arg Leu His Lys Gin He Val Pro Glu Asn Glu 
50 55 60 

Ala Gin Val He Leu Phe Glu His Ser Ala Leu 
65 70 75 



<210> 54 

<211> 1432 

<212> DNA 

<213> Homo sapiens 

<400> 54 

acgcgtccgc acanggccgg cgcggctggg agcgggtggg cggccgggag gccggagcag 60 
cacggccgca ggacctggag ctccggctgc gtcttcccgc agcgctaccc gccatgcgcc 120 
tgccgcgccg ggccgcgctg gggctcctgc cgcttctgct gctgctgccg cccgcgccgg 180 
aggccgccaa gaagccgacg ccctgccacc ggtgccgggg gctggtggac aagtttaacc 240 
aggggatggt ggacaccgca aagaagaact ttggcggcgg gaacacggct tgggaggaaa 300 
agacgctgtc caagtacgag tccagcgaga ttcgcctgct ggagatcctg gaggggctgt 360 
gcgagagcag cgacttcgaa tgcaatcaga tgctagaggc gcaggaggag cacctggagg 420 
cctggtggct gcagctgaag agcgaatatc ctgacttatt cgagtggttt tgtgtgaaga 480 
cactgaaagt gtgctgctct ccaggaacct acggtcccga ctgtctcgca tgccagggcg 54 0 
gatcccagag gccctgcagc gggaatggcc actgcagcgg agatgggagc agacagggcg 600 
acgggtcctg ccggtgccac atggggtacc agggcccgct gtgcactgac tgcatggacg 660 
gctacttcag ctcgctccgg aacgagaccc acagcatctg cacagcctgt gacgagtcct 720 
gcaagacgtg ctcgggcctg accaacagag actgcggcga gtgtgaagtg ggctgggtgc 780 
tggacgaggg cgcctgtgtg gatgtggacg agtgtgcggc cgagccgcct ccctgcagcg 8 40 
ctgcgcagtt ctgtaagaac gccaacggct cctacacgtg cgaagagtgt gactccagct 900 
gtgtgggctg cacaggggaa ggcccaggaa actgtaaaga gtgtatctct ggctacgcga 960 
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gggagcacgg acagtgtgca gatgtggacg 
ggaaaaacga aaactgctac aatactccag 
tcgaagaaac ggaagatgcc tgtgtgccgc 
gcccgacaca gctgccctcc cgcgaagacc 
ttcagaagga tgtcccgtgg aaaatgtggc 
cggcggggag aggctgcctg ctctctaacg 
catttcttgg ttgttcttaa acagacttgt 
tgaccattgt aggtaatcaa aaaaaaaaaa 




agtgctcact agcagaaaaa acctgtgtga 102 0 
ggagctacgt ctgtgtgtgt cctgacggct 1080 
cggcagaggc tgaagccaca gaaggagaaa 1140 
tgtaatgtgc cggacttacc ctttaaatta 1200 
cctgaggatg ccgtctcctg cagtggacag 1260 
gttgattctc atttgtccct taaacagctg 1320 
atattttgat acagttcttt gtaataaaat 138 0 
aaaaaaaggg cggccgctag ac 1432 



<210> 55 

<211> 1059 

<212> DNA 

<213> Homo sapiens 

<400> 55 

atgcgcctgc cgcgccgggc cgcgctgggg ctcctgccgc ttctgctgct gctgccgccc 60 
gcgccggagg ccgccaagaa gccgacgccc tgccaccggt gccgggggct ggtggacaag 120 
tttaaccagg ggatggtgga caccgcaaag aagaactttg gcggcgggaa cacggcttgg 180 
gaggaaaaga cgctgtccaa gtacgagtcc agcgagattc gcctgctgga gatcctggag 240 
gggctgtgcg agagcagcga cttcgaatgc aatcagatgc tagaggcgca ggaggagcac 300 
ctggaggcct ggtggctgca gctgaagagc gaatatcctg acttattcga gtggttttgt 360 
gtgaagacac tgaaagtgtg ctgctctcca ggaacctacg gtcccgactg tctcgcatgc 420 
cagggcggat cccagaggcc ctgcagcggg aatggccact gcagcggaga tgggagcaga 480 
cagggcgacg ggtcctgccg gtgccacatg gggtaccagg gcccgctgtg cactgactgc 540 
atggacggct acttcagctc gctccggaac gagacccaca gcatctgcac agcctgtgac 600 
gagtcctgca agacgtgctc gggcctgacc aacagagact gcggcgagtg tgaagtgggc 660 
tgggtgctgg acgagggcgc ctgtgtggat gtggacgagt gtgcggccga gccgcctccc 720 
tgcagcgctg cgcagttctg taagaacgcc aacggctcct acacgtgcga agagtgtgac 780 
tccagctgtg tgggctgcac aggggaaggc ccaggaaact gtaaagagtg tatctctggc 840 
tacgcgaggg agcacggaca gtgtgcagat gtggacgagt gctcactagc agaaaaaacc 900 
tgtgtgagga aaaacgaaaa ctgctacaat actccaggga gctacgtctg tgtgtgtcct 960 
gacggcttcg aagaaacgga agatgcctgt gtgccgccgg cagaggctga agccacagaa 1020 
ggagaaagcc cgacacagct gccctcccgc gaagacctg 1059 



<210> 56 
<211> 353 
<212> PRT 

<2 13> Homo sapiens 
<400> 56 

Met Arg Leu Pro Arg Arg Ala Ala Leu Gly Leu Leu Pro Leu Leu Leu 
15 10 15 

Leu Leu Pro Pro Ala Pro Glu Ala Ala Lys Lys Pro Thr Pro Cys His 
20 25 30 
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Arg Cys Arg Gly Leu Val Asp Lys Phe Asn Gin Gly Met Val Asp Thr 
35 40 45 



Ala Lys Lys Asn Phe Gly Gly Gly Asn Thr Ala Trp Glu Glu Lys Thr 
50 55 60 

Leu Ser Lys Tyr Glu Ser Ser Glu lie Arg Leu Leu Glu lie Leu Glu 
65 70 75 80 

Gly Leu Cys Glu Ser Ser Asp Phe Glu Cys Asn Gin Met Leu Glu Ala 
85 90 95 

Gin Glu Glu His Leu Glu Ala Trp Trp Leu Gin Leu Lys Ser Glu Tyr 
100 105 . 110 

Pro Asp Leu Phe Glu Trp Phe Cys Val Lys Thr Leu Lys Val Cys Cys 
115 120 125 

Ser Pro Gly Thr Tyr Gly Pro Asp Cys Leu Ala Cys Gin Gly Gly Ser 
130 135 140 

Gin Arg Pro Cys Ser Gly Asn Gly His Cys Ser Gly Asp Gly Ser Arg 
145 150 155 160 

Gin Gly Asp Gly Ser Cys Arg Cys His Met Gly Tyr Gin Gly Pro Leu 
165 170 175 

Cys Thr Asp Cys Met Asp Gly Tyr Phe Ser Ser Leu Arg Asn Glu Thr 
180 185 190 

His Ser lie Cys Thr Ala Cys Asp Glu Ser Cys Lys Thr Cys Ser Gly 
195 200 205 

Leu Thr Asn Arg Asp Cys Gly Glu Cys Glu Val Gly Trp Val Leu Asp 
210 215 220 

Glu Gly Ala Cys Val Asp Val Asp Glu Cys Ala Ala Glu Pro Pro Pro 
225 230 235 240 

Cys Ser Ala Ala Gin Phe Cys Lys Asn Ala Asn Gly Ser Tyr Thr Cys 
245 250 255 

Glu Glu Cys Asp Ser Ser Cys Val Gly Cys Thr Gly Glu Gly Pro Gly 
260 265 270 



Asn Cys Lys Glu Cys lie Ser Gly Tyr Ala Arg Glu His Gly Gin Cys 
275 280 285 
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Ala Asp Val Asp 
2 90 

Asn Glu Asn Cys 
305 

Asp Gly Phe Glu 



Glu Ala Thr Glu 
340 




Glu Cys Ser Leu 
295 

Tyr Asn Thr Pro 
310 

Glu Thr Glu Asp 
325 

Gly Glu Ser Pro 



Ala Glu Lys Thr 
300 

Gly Ser Tyr Val 
315 

Ala Cys Val Pro 
330 

Thr Gin Leu Pro 
345 




Cys Val Arg Lys 



Cys Val Cys Pro 
320 

Pro Ala Glu Ala 
335 

Ser Arg Glu Asp 
350 



Leu 



<210> 57 
<211> 24 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Met Arg Leu Pro Arg Arg Ala Ala Leu Gly Leu Leu Pro Leu Leu Leu 
15 10 15 



Leu Leu Pro Pro Ala Pro Glu Ala 
20 



<210> 58 
<211> 329 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Ala Lys Lys Pro Thr Pro Cys His Arg Cys Arg Gly Leu Val Asp Lys 
1 5 10 15 

Phe Asn Gin Gly Met Val Asp Thr Ala Lys Lys Asn Phe Gly Gly Gly 
20 25 30 

Asn Thr Ala Trp Glu Glu Lys Thr Leu Ser Lys Tyr Glu Ser Ser Glu 
35 40 45 

lie Arg Leu Leu Glu lie Leu Glu Gly Leu Cys Glu Ser Ser Asp Phe 
50 55 60 

Glu Cys Asn Gin Met Leu Glu Ala Gin Glu Glu His Leu Glu Ala Trp 
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65 

Trp Leu Gin Leu 



Val Lys Thr Leu 
100 

Cys Leu Ala Cys 
115 

His Cys Ser Gly 
130 

His Met Gly Tyr 
145 

Phe Ser Ser Leu 



Glu Ser Cys Lys 
180 

Cys Glu Val Gly 
195 

Glu Cys Ala Ala 
210 

Asn Ala Asn Gly 
225 

Gly Cys Thr Gly 



Tyr Ala Arg Glu 
260 

Ala Glu Lys Thr 
275 

Gly Ser Tyr Val 
290 

Ala Cys Val Pro 
305 

Thr Gin Leu Pro 




70 



Lys Ser Glu Tyr 
85 

Lys Val Cys Cys 



Gin Gly Gly Ser 

120 

Asp Gly Ser Arg 
135 

Gin Gly Pro Leu 
150 

Arg Asn Glu Thr 
165 

Thr Cys Ser Gly 



Trp Val Leu Asp 
200 

Glu Pro Pro Pro 
215 

Ser Tyr Thr Cys 
230 

Glu Gly Pro Gly 
245 

His Gly Gin Cys 



Cys Val Arg Lys 
280 

Cys Val Cys Pro 
295 

Pro Ala Glu Ala 
310 

Ser Arg Glu Asp 



75 

Pro Asp Leu Phe 
90 

Ser Pro Gly Thr 
105 

Gin Arg Pro Cys 



Gin Gly Asp Gly 
140 

Cys Thr Asp Cys 
155 

His Ser lie Cys 
170 

Leu Thr Asn Arg 
185 

Glu Gly Ala Cys 



Cys Ser Ala Ala 
220 

Glu Glu Cys Asp 
235 

Asn Cys Lys Glu 
250 

Ala Asp Val Asp 
265 

Asn Glu Asn Cys 



Asp Gly Phe Glu 
300 

Glu Ala Thr Glu 
315 

Leu 




80 

Glu Trp Phe Cys 
95 

Tyr Gly Pro Asp 
110 

Ser Gly Asn Gly 
125 

Ser Cys Arg Cys 



Met Asp Gly Tyr 
160 

Thr Ala Cys Asp 
175 

Asp Cys Gly Glu 
190 

Val Asp Val Asp 

205 

Gin Phe Cys Lys 



Ser Ser Cys Val 
240 

Cys lie Ser Gly 

255 

Glu Cys Ser Leu 
270 

Tyr Asn Thr Pro 
285 

Glu Thr Glu Asp 



Gly Glu Ser Pro 
320 
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325 



<210> 59 

<211> 2730 

<212> DNA 

<213> Homo sapiens 

<400> 59 

gtcgacccac gcgtccgtcc tgcggcccca 
gcagtctcag ctgcagctgc aggactgagc 
cgacaaactt cgcagtgccg cgacccaacc 
gctgttcctg cccctgctgg cagccctggt 
tgttctggaa ggagacagct cagaggaccg 
gccactgcag ggcgtgctcg gcggcgccct 
gccaccgccg agccgccggg ctgtgctggg 
ccggggccgg gaggcagagg tgctggtggc 
ctaccggttc cgcgtggcac tgcctgcgta 
gctgagcgag ctgcgcccca acgactcagg 
cgatgacagc agcgacgctg tggaggtcaa 
gggctctgcc cgctatgctt tctccttttc 
agcccacatc gccaccccgg agcagctcta 
tgatgctggc tggctgtcgg atcagaccgt 
ctgttacgga gacatggatg gcttccccgg 
tgacctctat gatgtgtact gttatgctga 
ccctccagag aagctgacat tggaggaagc 
gattgccacc acgggccaac tgtatgcagc 
agggtggcta gctgatggca gtgtgcgcta 
tgggggcttg cctggtgtca agactctctt 
taagcacagc cgcttcaacg tctactgctt 
tgaggcctcc aacccagcct ccaacccagc 
gacagagacc ctggaggaac tgcagctgcc 
ggccatctac tccatcccca tcatggagga 
cccagcagag gcccctagga cgctcctaga 
ggggttctca gaagaggaag gtaaggcatt 
agagaaagag gaggaagaag aagaggagga 
cagcgagctc agcagcccgg gccctgaggc 
gaagtcactc tcccaggcgc cagcaagggc 
tgatggagag tcagaagctt ccaggcctcc 
gcccactccc agggagagga acctagcatc 
agaggtgggg gaggcaactg gtggtcctga 
ggagacagga agctccgagg gtgccccttc 
taccagggag ctggaggccc cctctgaaga 
ctcagtgcag gcccagccag tgctgcccac 
ggtccccgca tcaggtaatt ctgcccaagg 
cttccccctg cagctctggg tcacctgacc 
ctctcctgtc ctttgccttc attctcttac 
atatccacct tgtgggtatc tcagctctcc 




gcctctcctc acgctcgcgc agtctccgcc 60 
cgtgcacccg gaggagaccc ccggaggagg 120 
ccagccctgg gtagcctgca gcatggccca 180 
cctggcccag gctcctgcag ctttagcaga 240 
cgcttttcgc gtgcgcatcg cgggcgacgc 300 
caccatccct tgccacgtcc actacctgcg 360 
ctctccgcgg gtcaagtgga ctttcctgtc 420 
gcggggagtg cgcgtcaagg tgaacgaggc 4 80 
cccagcgtcg ctcaccgacg tctccctggc 540 
tatctatcgc tgtgaggtcc agcacggcat 600 
ggtcaaaggg gtcgtctttc tctaccgaga 660 
tggggcccag gaggcctgtg cccgcattgg 720 
tgccgcctac cttgggggct atgagcaatg 780 
gaggtatccc atccagaccc cacgagaggc 840 
ggtccggaac tatggtgtgg tggacccgga 900 
agacctaaat ggagaactgt tcctgggtga 960 
acgggcgtac tgccaggagc ggggtgcaga 1020 
ctgggatggt ggcctggacc actgcagccc 1080 
ccccatcgtc acacccagcc agcgctgtgg 1140 
cctcttcccc aaccagactg gcttccccaa 1200 
ccgagactcg gcccagcctt ctgccatccc 1260 
ctctgatgga ctagaggcta tcgtcacagt 1320 
tcaggaagcc acagagagtg aatcccgtgg 1380 
cggaggaggt ggaagctcca ctccagaaga 14 4 0 
atttgaaaca caatccatgg taccgcccac 1500 
ggaggaagaa gagaaatatg aagatgaaga 1560 
ggtggaggat gaggctctgt gggcatggcc 1620 
ctctctcccc actgagccag cagcccagga 1680 
agtcctgcag cctggtgcat caccacttcc 1740 
aagggtccat ggaccaccta ctgagactct 1800 
cccatcacct tccactctgg ttgaggcaag 1860 
gctatctggg gtccctcgag gagagagcga 1920 
cctgcttcca gccacacggg cccctgaggg 1980 
taattctgga agaactgccc cagcagggac 2040 
tgacagcgcc agccgaggtg gagtggccgt 2100 
ctcaactgcc ctctctatcc tactcctttt 2160 
tgtagtcctt taacccacca tcatcccaaa 2220 
ccacctctac ctatgggtct ccaatctcgg 2280 
gcgtctttac cctgtgatcc cagccccgcc 2340 
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actgaccatc tgtgaccctt ccctgccatt gggccctcca cctgtggctc acatctcgcc 2400 

agccccacag agcatcctca ggcctctcca agggtcctca tcacctattg cagccttcag 24 60 

ggctcggcct attttccact actcccttca tccgcctgtg tgccgtcccc tttagctgcc 2520 

tcctattgat ctcagggaag cctgggagtc ccttctcacc cctcaacctc cggagtccag 2580 

gagaacccgt acccccacag agccttaagc aactacttct gtgaagtatt ttttgactgt 2640 

ttcatggaaa acaagccttg gaaataaatc tctattaaac cgctttgtaa ccaaaaaaaa 2700 

aaaaaaaaaa aaaaaaaaaa gggcggccgc 2730 



<210> 60 

<211> 2013 

<212> DNA 

<213> Homo sapiens 

<400> 60 

atggcccagc tgttcctgcc cctgctggca gccctggtcc tggcccaggc tcctgcagct 60 
ttagcagatg ttctggaagg agacagctca gaggaccgcg cttttcgcgt gcgcatcgcg 120 
ggcgacgcgc cactgcaggg cgtgctcggc ggcgccctca ccatcccttg ccacgtccac 180 
tacctgcggc caccgccgag ccgccgggct gtgctgggct ctccgcgggt caagtggact 240 
ttcctgtccc ggggccggga ggcagaggtg ctggtggcgc ggggagtgcg cgtcaaggtg 300 
aacgaggcct accggttccg cgtggcactg cctgcgtacc cagcgtcgct caccgacgtc 360 
tccctggcgc tgagcgagct gcgccccaac gactcaggta tctatcgctg tgaggtccag 420 
cacggcatcg atgacagcag cgacgctgtg gaggtcaagg tcaaaggggt cgtctttctc 480 
taccgagagg gctctgcccg ctatgctttc tccttttctg gggcccagga ggcctgtgcc 540 
cgcattggag cccacatcgc caccccggag cagctctatg ccgcctacct tgggggctat 600 
gagcaatgtg atgctggctg gctgtcggat cagaccgtga ggtatcccat ccagacecca 660 
cgagaggcct gttacggaga catggatggc ttccccgggg tccggaacta tggtgtggtg 720 
gacccggatg acctctatga tgtgtactgt tatgctgaag acctaaatgg agaactgttc 780 
ctgggtgacc ctccagagaa gctgacattg gaggaagcac gggcgtactg ccaggagcgg 840 
ggtgcagaga ttgccaccac gggccaactg tatgcagcct gggatggtgg cctggaccac 900 
tgcagcccag ggtggctagc tgatggcagt gtgcgctacc ccatcgtcac acccagccag 960 
cgctgtggtg ggggcttgcc tggtgtcaag actctcttcc tcttccccaa ccagactggc 1020 
ttccccaata agcacagccg cttcaacgtc tactgcttcc gagactcggc ccagccttct 1080 
gccatccctg aggcctccaa cccagcctcc aacccagcct ctgatggact agaggctatc 1140 
gtcacagtga cagagaccct ggaggaactg cagctgcctc aggaagccac agagagtgaa 1200 
tcccgtgggg ccatctactc catccccatc atggaggacg gaggaggtgg aagctccact 1260 
ccagaagacc cagcagaggc ccctaggacg ctcctagaat ttgaaacaca atccatggta 1320 
ccgcccacgg ggttctcaga agaggaaggt aaggcattgg aggaagaaga gaaatatgaa 1380 
gatgaagaag agaaagagga ggaagaagaa gaggaggagg tggaggatga ggctctgtgg 1440 
gcatggccca gcgagctcag cagcccgggc cctgaggcct ctctccccac tgagccagca 1500 
gcccaggaga agtcactctc ccaggcgcca gcaagggcag tcctgcagcc tggtgcatca 1560 
ccacttcctg atggagagtc agaagcttcc aggcctccaa gggtccatgg accacctact 1620 
gagactctgc ccactcccag ggagaggaac ctagcatccc catcaccttc cactctggtt 1680 
gaggcaagag aggtggggga ggcaactggt ggtcctgagc tatctggggt ccctcgagga 1740 
gagagcgagg agacaggaag ctccgagggt gccccttccc tgcttccagc cacacgggcc 1800 
cctgagggta ccagggagct ggaggccccc tctgaagata attctggaag aactgcccca 1860 
gcagggacct cagtgcaggc ccagccagtg ctgcccactg acagcgccag ccgaggtgga 1920 
gtggccgtgg tccccgcatc aggtaattct gcccaaggct caactgccct ctctatccta 1980 
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ctccttttct tccccctgca gctctgggtc acc 2013 



<210> 61 
<211> 671 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Ala Gin Leu Phe Leu Pro Leu Leu Ala Ala Leu Val Leu Ala Gin 
15 10 15 

Ala Pro Ala Ala Leu Ala Asp Val Leu Glu Gly Asp Ser Ser Glu Asp 
20 25 30 

Arg Ala Phe Arg Val Arg lie Ala Gly Asp Ala Pro Leu Gin Gly Val 
35 40 45 

Leu Gly Gly Ala Leu Thr lie Pro Cys His Val His Tyr Leu Arg Pro 
50 55 60 

Pro Pro Ser Arg Arg Ala Val Leu Gly Ser Pro Arg Val Lys Trp Thr 
65 70 75 80 

Phe Leu Ser Arg Gly Arg Glu Ala Glu Val Leu Val Ala Arg Gly Val 
85 90 95 

Arg Val Lys Val Asn Glu Ala Tyr Arg Phe Arg Val Ala Leu Pro Ala 
100 105 110 

Tyr Pro Ala Ser Leu Thr Asp Val Ser Leu Ala Leu Ser Glu Leu Arg 
115 120 125 

Pro Asn Asp Ser Gly lie Tyr Arg Cys Glu Val Gin His Gly lie Asp 
130 135 140 

Asp Ser Ser Asp Ala Val Glu Val Lys Val Lys Gly Val Val Phe Leu 
145 150 155 160 

Tyr Arg Glu Gly Ser Ala Arg Tyr Ala Phe Ser Phe Ser Gly Ala Gin 
165 170 175 

Glu Ala Cys Ala Arg He Gly Ala His He Ala Thr Pro Glu Gin Leu 
180 185 190 

Tyr Ala Ala Tyr Leu Gly Gly Tyr Glu Gin Cys Asp Ala Gly Trp Leu 
195 200 205 
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Ser Asp Gin Thr Val 
210 

Tyr Gly Asp Met Asp 
225 

Asp Pro Asp Asp Leu 
245 

Gly Glu Leu Phe Leu 
260 

Ala Arg Ala Tyr Cys 
275 

Gin Leu Tyr Ala Ala 
290 

Trp Leu Ala Asp Gly 
305 

Arg Cys Gly Gly Gly 
325 

Asn Gin Thr Gly Phe 
340 

Phe Arg Asp Ser Ala 
355 

Ala Ser Asn Pro Ala 
370 

Glu Thr Leu Glu Glu 

385 

Ser Arg Gly Ala lie 
405 

Gly Ser Ser Thr Pro 
420 

Glu Phe Glu Thr Gin 
435 

Glu Gly Lys Ala Leu 
450 




Arg Tyr Pro lie Gin Thr 
215 

Gly Phe Pro Gly Val Arg 

230 235 

Tyr Asp Val Tyr Cys Tyr 
250 

Gly Asp Pro Pro Glu Lys 
265 

Gin Glu Arg Gly Ala Glu 
280 

Trp Asp Gly Gly Leu Asp 

295 

Ser Val Arg Tyr Pro lie 
310 315 

Leu Pro Gly Val Lys Thr 
330 

Pro Asn Lys His Ser Arg 
345 

Gin Pro Ser Ala lie Pro 
360 

Ser Asp Gly Leu Glu Ala 
375 

Leu Gin Leu Pro Gin Glu 
390 395 

Tyr Ser lie Pro lie Met 
410 

Glu Asp Pro Ala Glu Ala 
425 

Ser Met Val Pro Pro Thr 
440 

Glu Glu Glu Glu Lys Tyr 
455 




Pro Arg Glu Ala Cys 
220 

Asn Tyr Gly Val Val 
240 

Ala Glu Asp Leu Asn 
255 

Leu Thr Leu Glu Glu 
270 

He Ala Thr Thr Gly 
285 

His Cys Ser Pro Gly 
300 

Val Thr Pro Ser Gin 
320 

Leu Phe Leu Phe Pro 
335 

Phe Asn Val Tyr Cys 
350 

Glu Ala Ser Asn Pro 
365 

He Val Thr Val Thr 
380 

Ala Thr Glu Ser Glu 
400 

Glu Asp Gly Gly Gly 
415 

Pro Arg Thr Leu Leu 
430 

Gly Phe Ser Glu Glu 
445 

Glu Asp Glu Glu Glu 
460 



46 



Lys Glu Glu Glu Glu Glu Glu Glu Glu Val Glu Asp Glu Ala Leu Trp 
465 470 475 480 

Ala Trp Pro Ser Glu Leu Ser Ser Pro Gly Pro Glu Ala Ser Leu Pro 
485 490 495 

Thr Glu Pro Ala Ala Gin Glu Lys Ser Leu Ser Gin Ala Pro Ala Arg 
500 505 510 

Ala Val Leu Gin Pro Gly Ala Ser Pro Leu Pro Asp Gly Glu Ser Glu 
515 520 525 

Ala Ser Arg Pro Pro Arg Val His Gly Pro Pro Thr Glu Thr Leu Pro 
530 535 540 

Thr Pro Arg Glu Arg Asn Leu Ala Ser Pro Ser Pro Ser Thr Leu Val 
545 550 555 560 

Glu Ala Arg Glu Val Gly Glu Ala Thr Gly Gly Pro Glu Leu Ser Gly 
565 570 575 

Val Pro Arg Gly Glu Ser Glu Glu Thr Gly Ser Ser Glu Gly Ala Pro 
580 585 590 

Ser Leu Leu Pro Ala Thr Arg Ala Pro Glu Gly Thr Arg Glu Leu Glu 
595 600 605 

Ala Pro Ser Glu Asp Asn Ser Gly Arg Thr Ala Pro Ala Gly Thr Ser 
610 615 620 

Val Gin Ala Gin Pro Val Leu Pro Thr Asp Ser Ala Ser Arg Gly Gly 
625 630 635 640 

Val Ala Val Val Pro Ala Ser Gly Asn Ser Ala Gin Gly Ser Thr Ala 
645 650 655 

Leu Ser lie Leu Leu Leu Phe Phe Pro Leu Gin Leu Trp Val Thr 
660 665 670 



<210> 62 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Met Ala Gin Leu Phe Leu Pro Leu Leu Ala Ala Leu Val Leu Ala Gin 
15 10 15 
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Ala Pro Ala Ala Leu Ala 
20 



<210> 63 
<211> 649 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Asp Val Leu Glu Gly Asp Ser Ser Glu Asp Arg Ala Phe Arg Val Arg 
15 10 15 

lie Ala Gly Asp Ala Pro Leu Gin Gly Val Leu Gly Gly Ala Leu Thr 
20 25 30 

lie Pro Cys His Val His Tyr Leu Arg Pro Pro Pro Ser Arg Arg Ala 
C3 35 4 0 4 5 

ih Val Leu Gly Ser Pro Arg Val Lys Trp Thr Phe Leu Ser Arg Gly Arg 

w 50 55 60 
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Glu Ala Glu Val Leu Val Ala Arg Gly Val Arg Val Lys Val Asn Glu 
65 70 75 80 

Ala Tyr Arg Phe Arg Val Ala Leu Pro Ala Tyr Pro Ala Ser Leu Thr 
85 90 95 



Asp Val Ser Leu Ala Leu Ser Glu Leu Arg Pro Asn Asp Ser Gly lie 
'fi 100 105 110 

'I f tip. 

Tyr Arg Cys Glu Val Gin His Gly lie Asp Asp Ser Ser Asp Ala Val 
115 120 125 

Glu Val Lys Val Lys Gly Val Val Phe Leu Tyr Arg Glu Gly Ser Ala 
130 135 140 

Arg Tyr Ala Phe Ser Phe Ser Gly Ala Gin Glu Ala Cys Ala Arg lie 
145 150 155 160 

Gly Ala His lie Ala Thr Pro Glu Gin Leu Tyr Ala Ala Tyr Leu Gly 
165 170 175 

Gly Tyr Glu Gin Cys Asp Ala Gly Trp Leu Ser Asp Gin Thr Val Arg 
180- 185 190 

Tyr Pro lie Gin Thr Pro Arg Glu Ala Cys Tyr Gly Asp Met Asp Gly 



48 



195 200 205 

Phe Pro Gly Val Arg Asn Tyr Gly Val Val Asp Pro Asp Asp Leu Tyr 
210 215 220 

Asp Val Tyr Cys Tyr Ala Glu Asp Leu Asn Gly Glu Leu Phe Leu Gly 
225 230 235 240 

Asp Pro Pro Glu Lys Leu Thr Leu Glu Glu Ala Arg Ala Tyr Cys Gin 
245 250 255 

Glu Arg Gly Ala Glu lie Ala Thr Thr Gly Gin Leu Tyr Ala Ala Trp 
260 265 270 

Asp Gly Gly Leu Asp His Cys Ser Pro Gly Trp Leu Ala Asp Gly Ser 
275 280 285 

Val Arg Tyr Pro lie Val Thr Pro Ser Gin Arg Cys Gly Gly Gly Leu 
290 295 300 

Pro Gly Val Lys Thr Leu Phe Leu Phe Pro Asn Gin Thr Gly Phe Pro 
305 310 315 320 

Asn Lys His Ser Arg Phe Asn Val Tyr Cys Phe Arg Asp Ser Ala Gin 
325 330 335 

Pro Ser Ala lie Pro Glu Ala Ser Asn Pro Ala Ser Asn Pro Ala Ser 
340 345 350 

Asp Gly Leu Glu Ala He Val Thr Val Thr Glu Thr Leu Glu Glu Leu 
355 360 365 

Gin Leu Pro Gin Glu Ala Thr Glu Ser Glu Ser Arg Gly Ala He Tyr 
370 375 380 

Ser He Pro He Met Glu Asp Gly Gly Gly Gly Ser Ser Thr Pro Glu 
385 390 395 400 

Asp Pro Ala Glu Ala Pro Arg Thr Leu Leu Glu Phe Glu Thr Gin Ser 
405 410 415 

Met Val Pro Pro Thr Gly Phe Ser Glu Glu Glu Gly Lys Ala Leu Glu 
420 425 430 

Glu Glu Glu Lys Tyr Glu Asp Glu Glu Glu Lys Glu Glu Glu Glu Glu 
435 440 445 

Glu Glu Glu Val Glu Asp Glu Ala Leu Trp Ala Trp Pro Ser Glu Leu 
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450 



455 



460 



Ser Ser Pro Gly Pro Glu Ala Ser Leu Pro Thr Glu Pro Ala Ala Gin 
465 470 475 480 

Glu Lys Ser Leu Ser Gin Ala Pro Ala Arg Ala Val Leu Gin Pro Gly 
485 490 495 

Ala Ser Pro Leu Pro Asp Gly Glu Ser Glu Ala Ser Arg Pro Pro Arg 
500 505 510 

Val His Gly Pro Pro Thr Glu Thr Leu Pro Thr Pro Arg Glu Arg Asn 
515 520 525 

Leu Ala Ser Pro Ser Pro Ser Thr Leu Val Glu Ala Arg Glu Val Gly 
530 535 540 

Glu Ala Thr Gly Gly Pro Glu Leu Ser Gly Val Pro Arg Gly Glu Ser 
545 550 555 560 

Glu Glu Thr Gly Ser Ser Glu Gly Ala Pro Ser Leu Leu Pro Ala Thr 
565 570 575 

Arg Ala Pro Glu Gly Thr Arg Glu Leu Glu Ala Pro Ser Glu Asp Asn 
580 585 590 

Ser Gly Arg Thr Ala Pro Ala Gly Thr Ser Val Gin Ala Gin Pro Val 
595 600 605 

Leu Pro Thr Asp Ser Ala Ser Arg Gly Gly Val Ala Val Val Pro Ala 
610 615 620 

Ser Gly Asn Ser Ala Gin Gly Ser Thr Ala Leu Ser lie Leu Leu Leu 
625 630 635 640 



Phe Phe Pro Leu Gin Leu Trp Val Thr 
645 



<210> 64 
<211> 456 
<212> PRT 
<213> Sus scrofa 

<400> 64 

Met Asn Leu Asp lie His Cys Glu Gin Leu Ser Asp Ala Arg Trp Thr 
15 10 15 
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Glu Leu Leu Pro 
20 

Cys Gly Leu Thr 

35 

Ala Asn Pro Ser 

50 

Asp Ala Gly Val 
65 

Lys lie Gin Lys 



Cys Gly Val Leu 
100 

Leu His Leu Ser 
115 

Cys Glu Gly Leu 
130 

Glu Tyr Cys Arg 
145 

Leu Arg Ala Thr 



He Gly Glu Ala 
180 

Ala Cys Gin Leu 
195 

Ala Asn Cys Lys 
210 

Arg Glu Leu Asp 
225 

Glu Leu Cys Pro 



Trp Leu Trp Glu 
260 




Leu Leu Gin Gin 



Glu Glu His Cys 
40 

Leu Thr Glu Leu 
55 

His Leu Val Leu 
70 

Leu Ser Leu Gin 
85 

Pro Ser Thr Leu 



Asp Asn Pro Leu 
120 

Leu Asp Pro Gin 
135 

Leu Thr Ala Ala 
150 

Arg Ala Leu Lys 
165 

Gly Ala Arg Val 



Glu Thr Leu Arg 
200 

Asp Leu Cys Gly 
215 

Leu Gly Ser Asn 
230 

Gly Leu Leu Ser 
245 

Cys Asp He Thr 



Tyr Glu Val Val 
25 

Lys Asp He Gly 



Cys Leu Arg Thr 
60 

Gin Gly Leu Gin 
75 

Asn Cys Ser Leu 
90 

Arg Ser Leu Pro 
105 

Gly Asp Ala Gly 



Cys His Leu Glu 
140 

Ser Cys Glu Pro 
155 

Glu Leu Thr Val 
170 

Leu Gly Gin Gly 
185 

Leu Glu Asn Cys 



He Val Ala Ser 
220 

Gly Leu Gly Asp 
235 

Pro Ala Ser Arg 
250 

Ala Ser Gly Cys 
265 




Arg Leu Asp Asp 
30 

Ser Ala Leu Arg 
45 

Asn Glu Leu Gly 



Ser Pro Thr Cys 
80 

Thr Glu Ala Gly 
95 

Thr Leu Arg Glu 
110 

Leu Arg Leu Leu 
125 

Lys Leu Gin Leu 



Leu Ala Ser Val 
160 

Ser Asn Asn Asp 
175 

Leu Ala Asp Ser 
190 

Gly Leu Thr Pro 
205 

Gin Ala Ser Leu 



Ala Gly He Ala 
240 

Leu Lys Thr Leu 
255 

Arg Asp Leu Cys 
270 
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Arg Val Leu Gin Ala Lys Glu Thr Leu Lys Glu Leu Ser Leu Ala Gly 
275 280 285 

Asn Lys Leu Gly Asp Glu Gly Ala Arg Leu Leu Cys Glu Ser Leu Leu 
290 295 300 

Gin Pro Gly Cys Gin Leu Glu Ser Leu Trp Val Lys Ser Cys Ser Leu 
305 310 315 320 

Thr Ala Ala Cys Cys Gin His Val Ser Leu Met Leu Thr Gin Asn Lys 
325 330 335 

His Leu Leu Glu Leu Gin Leu Ser Ser Asn Lys Leu Gly Asp Ser Gly 
340 345 350 

He Gin Glu Leu Cys Gin Ala Leu Ser Gin Pro Gly Thr Thr Leu Arg 
355 360 365 

Val Leu Cys Leu Gly Asp Cys Glu Val Thr Asn Ser Gly Cys Ser Ser 
370 375 380 

Leu Ala Ser Leu Leu Leu Ala Asn Arg Ser Leu Arg Glu Leu Asp Leu 
385 390 395 400 

Ser Asn Asn Cys Val Gly Asp Pro Gly Val Leu Gin Leu Leu Gly Ser 
405 410 415 

Leu Glu Gin Pro Gly Cys Ala Leu Glu Gin Leu Val Leu Tyr Asp Thr 
420 425 430 

Tyr Trp Thr Glu Glu Val Glu Asp Arg Leu Gin Ala Leu Glu Gly Ser 
435 440 445 



Lys Pro Gly Leu Arg Val He Ser 
450 455 



<210> 65 
<211> 834 
<212> PRT 
<213> Mus sp. 

<400> 65 

Met Ala Pro His Trp Ala Val Trp Leu Leu Ala Ala Gly Leu Trp Gly 
15 10 15 

Leu Gly lie Gly Ala Glu Met Trp Trp Asn Leu Val Pro Arg Lys Thr 
20 25 30 
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# 



Val Ser Ser Gly Glu Leu Val Thr Val Val Arg Arg Phe Ser Gin Thr 
35 40 45 

Gly lie Gin Asp Phe Leu Thr Leu Thr Leu Thr Glu His Ser Gly Leu 
50 55 60 

Leu Tyr Val Gly Ala Arg Glu Ala Leu Phe Ala Phe Ser Val Glu Ala 
65 70 75 80 

Leu Glu Leu Gin Gly Ala lie Ser Trp Glu Ala Pro Ala Glu Lys Lys 
85 90 95 

lie Glu Cys Thr Gin Lys Gly Lys Ser Asn Gin Thr Glu Cys Phe Asn 
100 105 110 

Phe lie Arg Phe Leu Gin Pro Tyr Asn Ser Ser His Leu Tyr Val Cys 
115 120 125 

Gly Thr Tyr Ala Phe Gin Pro Lys Cys Thr Tyr lie Asn Met Leu Thr 
130 135 140 

Phe Thr Leu Asp Arg Ala Glu Phe Glu Asp Gly Lys Gly Lys Cys Pro 
145 150 155 160 

Tyr Asp Pro Ala Lys Gly His Thr Gly Leu Leu Val Asp Gly Glu Leu 
165 170 175 

Tyr Ser Ala Thr Leu Asn Asn Phe Leu Gly Thr Glu Pro Val lie Leu 
180 185 190 

Arg Tyr Met Gly Thr His His Ser lie Lys Thr Glu Tyr Leu Ala Phe 
195 200 205 

Trp Leu Asn Glu Pro His Phe Val Gly Ser Ala Phe Val Pro Glu Ser 
210 215 220 

Val Gly Ser Phe Thr Gly Asp Asp Asp Lys lie Tyr Phe Phe Phe Ser 
225 230 235 240 

Glu Arg Ala Val Glu Tyr Asp Cys Tyr Ser Glu Gin Val Val Ala Arg 
245 250 255 

Val Ala Arg Val Cys Lys Gly Asp Met Gly Gly Ala Arg Thr Leu Gin 
260 265 270 

Lys Lys Trp Thr Thr Phe Leu Lys Ala Arg Leu Val Cys Ser Ala Pro 
275 280 285 
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Asp Trp Lys Val Tyr Phe Asn Gin Leu Lys Ala Val His Thr Leu Arg 
290 295 300 

Gly Ala Ser Trp His Asn Thr Thr Phe Phe Gly Val Phe Gin Ala Arg 
305 310 315 320 

Trp Gly Asp Met Asp Leu Ser Ala Val Cys Glu Tyr Gin Leu Glu Gin 
325 330 335 

lie Gin Gin Val Phe Glu Gly Pro Tyr Lys Glu Tyr Ser Glu Gin Ala 
340 345 350 

Gin Lys Trp Ala Arg Tyr Thr Asp Pro Val Pro Ser Pro Arg Pro Gly 
355 360 365 

Ser Cys lie Asn Asn Trp His Arg Asp Asn Gly Tyr Thr Ser Ser Leu 
370 375 380 

Q Glu Leu Pro .Asp Asn Thr Leu Asn Phe lie Lys Lys His Pro Leu Met 

i t L 385 390 395 400 

h : ft! 

I 1 '* Glu Asp Gin Val Lys Pro Arg Leu Gly Arg Pro Leu Leu Val Lys Lys 

H ; 405 410 415 

fli, ' s: Asn Thr Asn Phe Thr His Val Val Ala Asp Arg Val Pro Gly Leu Asp 

p 420 425 430 

il 

^ Gly Ala Thr Tyr Thr Val Leu Phe lie Gly Thr Gly Asp Gly Trp Leu 

1$ 435 440 445 

h 

f% Leu Lys Ala Val Ser Leu Gly Pro Trp He His Met Val Glu Glu Leu 

450 455 460 

Gin Val Phe Asp Gin Glu Pro Val Glu Ser Leu Val Leu Ser Gin Ser 
465 470 475 480 

Lys Lys Val Leu Phe Ala Gly Ser Arg Ser Gin Leu Val Gin Leu Ser 
485 490 495 

Leu Ala Asp Cys Thr Lys Tyr Arg Phe Cys Val Asp Cys Val Leu Ala 
500 505 510 

Arg Asp Pro Tyr Cys Ala Trp Asn Val Asn Thr Ser Arg Cys Val Ala 
515 520 525 

Thr Thr Ser Gly Arg Ser Gly Ser Phe Leu Val Gin His Val Ala Asn 
530 535 540 
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Leu Asp Thr Ser Lys Met Cys Asn Gin Tyr Gly lie Lys Lys Val Arg 
545 550 555 560 

Ser lie Pro Lys Asn lie Thr Val Val Ser Gly Thr Asp Leu Val Leu 
565 570 575 

Pro Cys His Leu Ser Ser Asn Leu Ala His Ala His Trp Thr Phe Gly 
580 585 590 

Ser Gin Asp Leu Pro Ala Glu Gin Pro Gly Ser Phe Leu Tyr Asp Thr 
595 600 605 

Gly Leu Gin Ala Leu Val Val Met Ala Ala Gin Ser Arg His Ser Gly 
610 615 620 

Pro Tyr Arg Cys Tyr Ser Glu Glu Gin Gly Thr Arg Leu Ala Ala Glu 
625 630 635 640 

*j Ser Tyr Leu Val Ala Val Val Ala Gly Ser Ser Val Thr Leu Glu Ala 

|fl 645 650 655 

fcfl Arg Ala Pro Leu Glu Asn Leu Gly Leu Val Trp Leu Ala Val Val Ala 

H' 660 665 670 



Leu Gly Ala Val Cys Leu Val Leu Leu Leu Leu Val Leu Ser Leu Arg 
675 680 685 

Arg Arg Leu Arg Glu Glu Leu Glu Lys Gly Ala Lys Ala Ser Glu Arg 
690 695 700 

Thr Leu Val Tyr Pro Leu Glu Leu Pro Lys Glu Pro Ala Ser Pro Pro 
705 710 715 720 

Phe Arg Pro Gly Pro Glu Thr Asp Glu Lys Leu Trp Asp Pro Val Gly 
725 730 735 

Tyr Tyr Tyr Ser Asp Gly Ser Leu Lys lie Val Pro Gly His Ala Arg 
740 745 750 

Cys Gin Pro Gly Gly Gly Pro Pro Ser Pro Pro Pro Gly lie Pro Gly 
755 760 765 

Gin Pro Leu Pro Ser Pro Thr Arg Leu His Leu Gly Gly Gly Arg Asn 
770 775 780 

Ser Asn Ala Asn Gly Tyr Val Arg Leu Gin Leu Gly Gly Glu Asp Arg 
785 790 795 800 
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Gly Gly Ser Gly His Pro Leu Pro Glu Leu Ala Asp Glu Leu Arg Arg 
805 810 815 

Lys Leu Gin Gin Arg Gin Pro Leu Pro Asp Ser Asn Pro Glu Glu Ser 
820 825 830 

Ser Val 



<210> 66 
<211> 3503 
<212> DNA 
<213> Mus sp. 

<400> 66 

ggcacgaggt ggccggagtc aaacgcgagg gcagcgccag ggattggagc tgcacgaaag 60 
agggctgctg gactgaagtt tagaccctgg gtgtctgcca tggccccaca ctgggctgtc 120 
tggctgctgg cagcagggct gtggggcctg ggcatcgggg ctgagatgtg gtggaacctt 180 
gtgccccgga agacagtatc ttctggggag ctggtcacag tagtgaggcg gttctcccag 240 
acaggcatcc aggacttcct gacactgacc ctgacagaac attctggcct tttatatgtg 300 
ggggcccgag aggcgctgtt tgccttcagt gtagaggctc tggagctgca aggagcgatc 360 
tcttgggagg ctccagctga gaagaaaatt gaatgtaccc agaaagggaa gagcaaccag 420 
accgaatgct tcaacttcat ccgcttcctt cagccataca attcctccca tctgtatgtc 480 
tgcggcacct atgccttcca gcccaagtgc acctacatca acatgctcac gttcaccttg 540 
gaccgtgcag aatttgagga tgggaagggt aaatgcccat atgacccagc taagggtcac 600 
accggactcc ttgtggacgg tgagctgtac tcagccacac tcaataactt cctgggcaca 660 
gagccggtta tccttcgata catggggacc caccactcca tcaagacaga gtacctggct 720 
ttttggctga atgaacccca ctttgtaggc tctgcctttg tccctgagag tgtgggaagc 780 
ttcacgggag acgatgacaa gatctacttc ttcttcagtg agcgggcagt ggagtatgac 840 
tgctattccg agcaggtggt ggctcgtgtg gcgagagtct gtaagggtga catgggggga 900 
gcacggacgc tgcagaagaa atggacgacg ttcctgaagg ctcggttggt gtgctcagcc 960 
cctgactgga aggtctactt caaccagctg aaggcggtgc acaccctgcg gggcgcctct 1020 
tggcacaaca ccaccttctt cggggttttt caagcgcgat ggggcgatat ggacctgtct 1080 
gcagtttgtg agtaccagtt ggaacagatc cagcaagtgt ttgagggtcc ctacaaggag 1140 
tacagtgagc aagcccagaa gtgggcccgc tatactgacc cggtacccag ccctcggcct 1200 
ggttcgtgta tcaacaactg gcaccgagac aatggctaca ccagttccct ggaactgccg 1260 
gacaacaccc tcaacttcat caagaagcac cccctgatgg aggaccaggt gaagcctcgg 1320 
ttgggccgcc ccctacttgt gaagaagaac actaacttca cacacgtggt ggccgacagg 1380 
gtcccagggc ttgatggtgc cacctataca gtgttgttca ttggtacagg agatggctgg 1440 
ctgctgaagg ctgtgagcct ggggccctgg atccacatgg tggaggaact gcaggtgttt 1500 
gaccaggagc cagtggaaag tctggtgctg tctcagagca agaaggtgct ctttgctggc 1560 
tcccgctctc agctggttca gctgtctctg gccgactgca caaagtaccg tttctgtgta 1620 
gactgtgtcc tggccaggga cccttactgt gcctggaatg tcaacaccag ccgctgtgtg 1680 
gccaccacca gtggtcgctc ggggtccttt ctggtccaac atgtggcgaa cttggacact 1740 
tcaaagatgt gtaaccagta tggcattaaa aaagtcagat ctattcccaa gaacatcacc 1800 
gttgtgtcag gcacagacct ggtcctaccc tgccacctct cgtccaattt ggcccatgcc 1860 
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cactggacct tcggaagcca ggacctgcct gcagaacaac ctggctcctt tctttatgac 1920 
acgggactcc aggcgctggt ggtgatggcc gcacagtccc gtcactctgg accctatcgt 1980 
tgctattcag aggagcaggg gacaagactg gctgcagaaa gctaccttgt tgctgtcgtg 2040 
gccggctcgt cggtgacact ggaggcacgg gctcccttgg aaaacctggg gctcgtgtgg 2100 
ctcgctgtgg tggccctggg ggctgtgtgc ctggtgctgc tgctgctggt cctatcgctc 2160 
cgccggcgac ttcgagaaga gctagaaaag ggtgccaagg catctgagag gacactggtg 2220 
taccccttgg aactgcccaa ggagcctgcc agtcccccct tccgtcctgg ccccgaaact 2280 
gatgagaaac tttgggatcc tgtcgggtac tactattcgg atggctctct caagattgtg 2340 
cctggtcacg cccggtgcca gcctgggggt gggccccctt ccccacctcc tggcatacct 2400 
ggccagcctc tgccttctcc aactcggctc cacctaggag gtggtcggaa ctcaaatgcc 2460 
aatggttatg tgcgtttaca gttgggcgga gaggaccgag gaggatctgg gcacccactg 2520 
cctgagctcg cggatgaatt acgacggaaa ctacaacagc gccagccgct gcctgactcc 2580 
aacccagagg agtcttcagt atgaggggac ccccccacct cattggcggg ggggggtctc 2640 
a "tgggaggtg cactcttaac ttttgcacag gcaccagcta cctcagggac atggcagggg 2700 
cacttgctct gcctgggaca gacactgccc atcatttgcc cggccgtgag gacctgctca 2760 
gcatgggcac tgccacttgg tgtggctcac caggacttca gcctcacagg agacacaccc 2820 
tcctctgtga atttgagaca tgtgggaccc cagcagccaa aactttgcaa ggaagaggtt 2880 
tcaagatgtg ggcgtgtttg tgcatatatg tgttggtatg catgtggaag aatgtgtgtg 2940 
tgtgtgtgtg tgtgttgtaa ctttcctgtc tctatcacgt cttcccttgg cctggggtcc 3000 
tcctggttga gtctttggag ctatgaaggg gaagggggtc atagcacttt gcttctccta 3060 
cccccagctg tcccaagctt tggggcagtg atgtacatac ggggaaggga aggacagggt 3120 
gttgtacccc ttttggggga gtgcgggact cgggggtggg cctagccctg ctcctagggc 3180 
tgtgaatgtt ttcagggcgg gggttggggg tggagatgga acctcctgct tcagggggag 3240 
gggtgggcag ggcctcccac ttgccctccg ggttcggtgg tattttatat ttgcgctctt 3300 
ctgacagggc tgggaagggt tgttggggga gggaagggag gaggtgggca tgctatggat 3360 
actggcctat cctctccctg ctctgggaaa agggctaaca gtgtaactta ttgtgtcccc 3420 
acatatttat ttgttgtaaa tatttgagta tttttatatt gacaaataaa atggagaaaa 3480 
tgaaatttaa aaaaaaaaaa aaa 3503 



<210> 67 
<211> 1529 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Arg Gly Val Gly Trp Gin Met Leu Ser Leu Ser Leu Gly Leu Val 
15 10 15 

Leu Ala lie Leu Asn Lys Val Ala Pro Gin Ala Cys Pro Ala Gin Cys 
20 25 30 

Ser Cys Ser Gly Ser Thr Val Asp Cys His Gly Leu Ala Leu Arg Ser 
35 40 45 

Val Pro Arg Asn lie Pro Arg Asn Thr Glu Arg Leu Asp Leu Asn Gly 
50 55 60 



57 



Asn Asn lie Thr Arg He Thr Lys Thr Asp Phe Ala Gly Leu Arg His 
65 70 75 80 



Leu Arg Val Leu Gin 
85 

Gly Ala Phe Gin Asp 
100 

Asn His Leu Gin Leu 

115 

Leu Tyr Arg Leu Asp 
130 

Lys Ala Phe Arg Gly 
145 

Asn Gin He Ser Cys 
165 

Leu Glu Val Leu Thr 
180 

Ala Ser Phe Asn His 
195 

Asn Asn Leu Tyr Cys 
210 

Arg Gin Arg Pro Arg 
225 

His Leu Arg Gly His 
245 

Cys Ser Gly His Gin 
260 

Cys Pro Ala Ala Cys 
275 

Lys Gly Leu Thr Glu 
290 

He Arg Leu Glu Gin 
305 



Leu Met Glu Asn Lys He 
90 

Leu Lys Glu Leu Glu Arg 
105 

Phe Pro Glu Leu Leu Phe 
120 

Leu Ser Glu Asn Gin He 
135 

Ala Val Asp He Lys Asn 
150 155 

He Glu Asp Gly Ala Phe 
170 

Leu Asn Asn Asn Asn He 
185 

Met Pro Lys Leu Arg Thr 
200 

Asp Cys His Leu Ala Trp 
215 

Val Gly Leu Tyr Thr Gin 
230 235 

Asn Val Ala Glu Val Gin 
250 

Ser Phe Met Ala Pro Ser 
265 

Thr Cys Ser Asn Asn He 
280 

lie Pro Thr Asn Leu Pro 
295 

Asn Thr He Lys Val He 
310 315 



Ser Thr He Glu Arg 
95 

Leu Arg Leu Asn Arg 
110 

Leu Gly Thr Ala Lys 
125 

Gin Ala He Pro Arg 
140 

Leu Gin Leu Asp Tyr 
160 

Arg Ala Leu Arg Asp 
175 

Thr Arg Leu Ser Val 
190 

Phe Arg Leu His Ser 
205 

Leu Ser Asp Trp Leu 
220 

Cys Met Gly Pro Ser 
240 

Lys Arg Glu Phe Val 
255 

Cys Ser Val Leu His 
270 

Val Asp Cys Arg Gly 
285 

Glu Thr He Thr Glu 
300 

Pro Pro Gly Ala Phe 
320 
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Ser Pro Tyr Lys Lys Leu Arg Arg lie Asp Leu Ser Asn Asn Gin lie 
325 330 335 

Ser Glu Leu Ala Pro Asp Ala Phe Gin Gly Leu Arg Ser Leu Asn Ser 
340 345 350 

Leu Val Leu Tyr Gly Asn Lys lie Thr Glu Leu Pro Lys Ser Leu Phe 
355 360 365 

Glu Gly Leu Phe Ser Leu Gin Leu Leu Leu Leu Asn Ala Asn Lys lie 
370 375 380 

Asn Cys Leu Arg Val Asp Ala Phe Gin Asp Leu His Asn Leu Asn Leu 
385 390 395 400 

Leu Ser Leu Tyr Asp Asn Lys Leu Gin Thr lie Ala Lys Gly Thr Phe 
405 410 415 

Ser Pro Leu Arg Ala lie Gin Thr Met His Leu Ala Gin Asn Pro Phe 
420 425 430 

lie Cys Asp Cys His Leu Lys Trp Leu Ala Asp Tyr Leu His Thr Asn 
435 440 445 

Pro lie Glu Thr Ser Gly Ala Arg Cys Thr Ser Pro Arg Arg Leu Ala 
450 455 460 

Asn Lys Arg lie Gly Gin lie Lys Ser Lys Lys Phe Arg Cys Ser Ala 
465 470 475 480 

Lys Glu Gin Tyr Phe lie Pro Gly Thr Glu Asp Tyr Arg Ser Lys Leu 
485 490 495 

Ser Gly Asp Cys Phe Ala Asp Leu Ala Cys Pro Glu Lys Cys Arg Cys 
500 505 510 

Glu Gly Thr Thr Val Asp Cys Ser Asn Gin Lys Leu Asn Lys lie Pro 
515 520 525 

Glu His lie Pro Gin Tyr Thr Ala Glu Leu Arg Leu Asn Asn Asn Glu 
530 535 540 

Phe Thr Val Leu Glu Ala Thr Gly lie Phe Lys Lys Leu Pro Gin Leu 
545 550 555 560 



Arg Lys lie Asn Phe Ser Asn Asn Lys lie Thr Asp lie Glu Glu Gly 
565 570 575 
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Ala Phe Glu Gly Ala Ser Gly Val Asn Glu lie Leu Leu Thr Ser Asn 
580 585 590 

Arg Leu Glu Asn Val Gin His Lys Met Phe Lys Gly Leu Glu Ser Leu 
595 600 605 

Lys Thr Leu Met Leu Arg Ser Asn Arg lie Thr Cys Val Gly Asn Asp 
610 615 620 

Ser Phe lie Gly Leu Ser Ser Val Arg Leu Leu Ser Leu Tyr Asp Asn 
625 630 635 640 

Gin lie Thr Thr Val Ala Pro Gly Ala Phe Asp Thr Leu His Ser Leu 
645 650 655 

Ser Thr Leu Asn Leu Leu Ala Asn Pro Phe Asn Cys Asn Cys Tyr Leu 
660 665 670 

Ala Trp Leu Gly Glu Trp Leu Arg Lys Lys Arg lie Val Thr Gly Asn 
675 680 685 

Pro Arg Cys Gin Lys Pro Tyr Phe Leu Lys Glu lie Pro lie Gin Asp 
690 695 700 

Val Ala lie Gin Asp Phe Thr Cys Asp Asp Gly Asn Asp Asp Asn Ser 
705 710 715 720 

Cys Ser Pro Leu Ser Arg Cys Pro Thr Glu Cys Thr Cys Leu Asp Thr 
725 730 735 

Val Val Arg Cys Ser Asn Lys Gly Leu Lys Val Leu Pro Lys Gly lie 
740 745 750 

Pro Arg Asp Val Thr Glu Leu Tyr Leu Asp Gly Asn Gin Phe Thr Leu 
755 760 765 

Val Pro Lys Glu Leu Ser Asn Tyr Lys His Leu Thr Leu lie Asp Leu 
770 775 780 

Ser Asn Asn Arg lie Ser Thr Leu Ser Asn Gin Ser Phe Ser Asn Met 
785 790 795 800 

Thr Gin Leu Leu Thr Leu lie Leu Ser Tyr Asn Arg Leu Arg Cys He 
805 810 815 

Pro Pro Arg Thr Phe Asp Gly Leu Lys Ser Leu Arg Leu Leu Ser Leu 
820 825 830 
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His Gly Asn Asp lie Ser Val Val Pro Glu Gly Ala Phe Asn Asp Leu 
835 840 845 

Ser Ala Leu Ser His Leu Ala lie Gly Ala Asn Pro Leu Tyr Cys Asp 
850 855 860 

Cys Asn Met Gin Trp Leu Ser Asp Trp Val Lys Ser Glu Tyr Lys Glu 
865 870 875 880 

Pro Gly lie Ala Arg Cys Ala Gly Pro Gly Glu Met Ala Asp Lys Leu 
885 890 895 

Leu Leu Thr Thr Pro Ser Lys Lys Phe Thr Cys Gin Gly Pro Val Asp 
900 905 910 

Val Asn lie Leu Ala Lys Cys Asn Pro Cys Leu Ser Asn Pro Cys Lys 
915 920 925 

Asn Asp Gly Thr Cys Asn Ser Asp Pro Val Asp Phe Tyr Arg Cys Thr 
930 935 940 

Cys Pro Tyr Gly Phe Lys Gly Gin Asp Cys Asp Val Pro lie His Ala 
945 950 955 960 

Cys lie Ser Asn Pro Cys Lys His Gly Gly Thr Cys His Leu Lys Glu 
965 970 975 

Gly Glu Glu Asp Gly Phe Trp Cys lie Cys Ala Asp Gly Phe Glu Gly 
980 985 990 

Glu Asn Cys Glu Val Asn Val Asp Asp Cys Glu Asp Asn Asp Cys Glu 
995 1000 1005 

Asn Asn Ser Thr Cys Val Asp Gly lie Asn Asn Tyr Thr Cys Leu Cys 
1010 1015 1020 

Pro Pro Glu Tyr Thr Gly Glu Leu Cys Glu Glu Lys Leu Asp Phe Cys 
1025 1030 1035 1040 

Ala Gin Asp Leu Asn Pro Cys Gin His Asp Ser Lys Cys lie Leu Thr 
1045 1050 1055 

Pro Lys Gly Phe Lys Cys Asp Cys Thr Pro Gly Tyr Val Gly Glu His 
1060 1065 1070 



Cys Asp lie Asp Phe Asp Asp Cys Gin Asp Asn Lys Cys Lys Asn Gly 
1075 1080 1085 
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Ala His Cys Thr Asp Ala Val Asn Gly Tyr Thr Cys lie Cys Pro Glu 
1090 1095 1100 

Gly Tyr Ser Gly Leu Phe Cys Glu Phe Ser Pro Pro Met Val Leu Pro 
1105 1110 1115 1120 

Arg Thr Ser Pro Cys Asp Asn Phe Asp Cys Gin Asn Gly Ala Gin Cys 
1125 1130 1135 

lie Val Arg lie Asn Glu Pro lie Cys Gin Cys Leu Pro Gly Tyr Gin 
1140 1145 1150 

Gly Glu Lys Cys Glu Lys Leu Val Ser Val Asn Phe lie Asn Lys Glu 
1155 1160 1165 

Ser Tyr Leu Gin lie Pro Ser Ala Lys Val Arg Pro Gin Thr Asn lie 
1170 1175 1180 

Thr Leu Gin lie Ala Thr Asp Glu Asp Ser Gly lie Leu Leu Tyr Lys 
1185 1190 1195 1200 

Gly Asp Lys Asp His lie Ala Val Glu Leu Tyr Arg Gly Arg Val Arg 
1205 1210 1215 

Ala Ser Tyr Asp Thr Gly Ser His Pro Ala Ser Ala lie Tyr Ser Val 
1220 1225 1230 

Glu Thr lie Asn Asp Gly Asn Phe His lie Val Glu Leu Leu Ala Leu 
1235 1240 1245 

Asp Gin Ser Leu Ser Leu Ser Val Asp Gly Gly Asn Pro Lys lie lie 
1250 1255 1260 

Thr Asn Leu Ser Lys Gin Ser Thr Leu Asn Phe Asp Ser Pro Leu Tyr 
1265 1270 1275 1280 

Val Gly Gly Met Pro Gly Lys Ser Asn Val Ala Ser Leu Arg Gin Ala 
1285 1290 1295 

Pro Gly Gin Asn Gly Thr Ser Phe His Gly Cys lie Arg Asn Leu Tyr 
1300 1305 1310 

lie Asn Ser Glu Leu Gin Asp Phe Gin Lys Val Pro Met Gin Thr Gly 
1315 1320 1325 

lie Leu Pro Gly Cys Glu Pro Cys His Lys Lys Val Cys Ala His Gly 
1330 1335 1340 
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Thr Cys Gin Pro Ser Ser Gin Ala Gly Phe Thr Cys Glu Cys Gin Glu 
1345 1350 1355 1360 

Gly Trp Met Gly Pro Leu Cys Asp Gin Arg Thr Asn Asp Pro Cys Leu 
1365 1370 1375 

Gly Asn Lys Cys Val His Gly Thr Cys Leu Pro lie Asn Ala Phe Ser 
1380 1385 1390 

Tyr Ser Cys Lys Cys Leu Glu Gly His Gly Gly Val Leu Cys Asp Glu 
1395 1400 1405 

Glu Glu Asp Leu Phe Asn Pro Cys Gin Ala lie Lys Cys Lys His Gly 
1410 1415 1420 

Lys Cys Arg Leu Ser Gly Leu Gly Gin Pro Tyr Cys Glu Cys Ser Ser 
1425 1430 1435 1440 

Gly Tyr Thr Gly Asp Ser Cys Asp Arg Glu lie Ser Cys Arg Gly Glu 
1445 1450 1455 

Arg lie Arg Asp Tyr Tyr Gin Lys Gin Gin Gly Tyr Ala Ala Cys Gin 
1460 1465 1470 

Thr Thr Lys Lys Val Ser Arg Leu Glu Cys Arg Gly Gly Cys Ala Gly 
1475 1480 1485 

Gly Gin Cys Cys Gly Pro Leu Arg Ser Lys Arg Arg Lys Tyr Ser Phe 
1490 1495 1500 

Glu Cys Thr Asp Gly Ser Ser Phe Val Asp Glu Val Glu Lys Val Val 
1505 1510 1515 1520 

Lys Cys Gly Cys Thr Arg Cys Val Ser 
1525 



<210> 68 

<211> 4900 

<212> DNA 

<213> Homo sapiens 

<400> 68 

cagagcaggg tggagagggc ggtgggaggc gtgtgcctga gtgggctcta ctgccttgtt 60 
ccatattatt ttgtgcacat tttccctggc actctgggtt gctagccccg ccgggcactg 120 
ggcctcagac actgcgcggt tccctcggag cagcaagcta aagaaagccc ccagtgccgg 180 
cgaggaagga ggcggcgggg aaagatgcgc ggcgttggct ggcagatgct gtccctgtcg 24 0 
ctggggttag tgctggcgat cctgaacaag gtggcaccgc aggcgtgccc ggcgcagtgc 300 
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r 



1 



iff 



tcttgctcgg 
atcccccgca 
acagattttg 
accattgaaa 
aatcaccttc 
gatctcagtg 
ataaaaaatt 
gctctccggg 
gcaagtttca 
tgtgactgcc 
tacactcagt 
cgagaatttg 
tgccctgccg 
gagatcccca 
aaagtcatcc 
aataatcaga 
cttgtcct ct 
tccttacagc 
caggatctcc 
aaggggacct 
atttgtgact 
agtggtgccc 
agcaagaaat 
cgatcaaaat 
gaaggaacca 
cagtacactg 
atctttaaga 
attgaggagg 
cgtttggaaa 
ttgagaagca 
cgtttgcttt 
ctccattctt 
gcttggttgg 
aaaccatact 
gatgacggaa 
tgcttggata 
ccaagagatg 
ctctccaact 
tctaatcaga 
ctgagatgta 
catggaaatg 
catctagcaa 
tgggtgaagt 
gcagataaac 
gtcaatattc 
tgtaatagtg 
gactgtgatg 
cacttaaagg 



gcagcacagt 
acaccgagag 
ctggtcttag 
gaggagcatt 
agctgtttcc 
aaaaccaaat 
tgcaactgga 
acctggaagt 
accatatgcc 
acctggcctg 
gtatgggccc 
tctgcagtgg 
cctgtacctg 
caaatcttcc 
ctcctggagc 
tctctgaact 
atggaaataa 
tcctattatt 
acaacttgaa 
tttcacctct 
gccatctcaa 
gttgcaccag 
tccgttgttc 
taagtggaga 
cagtagattg 
cagagttgcg 
aacttcctca 
gagcatttga 
atgtgcagca 
atcgaataac 
ctttgtatga 
tatctactct 
gagagtggct 
tcctgaaaga 
atgatgacaa 
cagtcgtccg 
tcacagagtt 
acaaacattt 
gcttcagcaa 
ttcctcctcg 
acatttctgt 
ttggagccaa 
cggaatataa 
ttttactcac 
tagctaagtg 
atccagttga 
tcccaattca 
aaggagaaga 



ggactgtcac 
actggattta 
acatctaaga 
ccaggatctt 
tgagttgctg 
tcaggcaatc 
ttacaaccag 
gctcactctc 
taaacttagg 
get ctccgac 
ctcccacctg 
tcaccagtca 
tagcaacaat 
agagaccatc 
tttctcacca 
tgcaccagat 
aatcacagaa 
gaatgecaac 
ccttctctcc 
tegggecatt 
gtggctagcg 
cccccqccgc 
agctaaagaa 
ctgctttgcg 
ctctaatcaa 
tctcaataat 
attaegtaaa 
aggagcatct 
taagatgttc 
ctgtgtgggg 
taatcaaatt 
aaacctcttg 
gagaaagaag 
aatacccatc 
tagttgetec 
atgtagcaac 
gtatctggat 
aacacttata 
catgacccag 
cacctttgat 
tgtgcctgaa 
ccctctttac 
ggagcctgga 
aactccctcc 
taacccctgc 
cttttaccga 
tgcctgcatc 
agatggattc 



gggctggcgc 
aatggaaata 
gttcttcagc 
aaagaactag 
tttcttggga 
ccaaggaaag 
atcagctgta 
aacaataaca 
acttttcgac 
tggcttcgcc 
agaggecata 
tttatggctc 
ategtagact 
acagaaatac 
tataaaaagc 
gctttccaag 
ctccccaaaa 
aagataaact 
ctatatgaca 
caaactatgc 
gattatctcc 
ctggcaaaca 
cagtatttca 
gatctggctt 
aagctcaaca 
aatgaattta 
ataaacttta 
ggtgtaaatg 
aagggattgg 
aatgacagtt 
actacagttg 
gccaatcctt 
agaattgtca 
caggatgtgg 
ccactttctc 
aagggtttga 
ggaaaccaat 
gacttaagta 
ctcctcacct 
ggattaaagt 
ggtgctttca 
tgtgattgta 
attgetegtt 
aaaaaattta 
ctatcaaatc 
tgcacctgtc 
agtaacccat 
tggtgtattt 



tgcgcagcgt 
acatcacaag 
ttatggagaa 
agagactgeg 
ctgegaaget 
ctttccgtgg 
ttgaagatgg 
acattactag 
tgcattcaaa 
aaaggecteg 
atgtagccga 
cttcttgtag 
gtcgtgggaa 
gtttggaaca 
ttagacgaat 
gactacgctc 
gtttatttga 
gecttegggt 
acaagcttca 
atttggecca 
ataccaaccc 
aaagaattgg 
ttccaggtac 
gecctgaaaa 
aaatcccgga 
ccgtgttgga 
gcaacaataa 
aaatacttct 
aaagcctcaa 
tcataggact 
caccaggggc 
ttaactgtaa 
egggaaatec 
ccattcagga 
gctgtcctac 
aggtcttgee 
ttacactggt 
acaacagaat 
taattcttag 
ctcttcgatt 
atgatctttc 
acatgeagtg 
gtgctggtcc 
cctgtcaagg 
cgtgtaaaaa 
catatggttt 
gtaaacatgg 
gtgctgatgg 



geccaggaat 
aattacgaag 
taagattagc 
tttaaacaga 
atacaggctt 
ggcagttgac 
ggcattcagg 
actttctgtg 
caacctgtat 
ggttggtctg 
ggttcaaaaa 
tgttttgcac 
aggtctcact 
gaacacaatc 
tgacctgagc 
tctgaattca 
aggactgttt 
agatgetttt 
gaccatcgcc 
gaaccccttt 
gattgagacc 
acagatcaaa 
agaagattat 
gtgtcgctgt 
gcacattccc 
agecacagga 
gatcacagat 
tacgagtaat 
aactttgatg 
cagttctgtg 
atttgatact 
ctgctacctg 
tagatgtcaa 
cttcacttgt 
tgaatgtact 
gaaaggtatt 
tcccaaggaa 
aagcacgett 
ttacaaccgt 
actttctcta 
tgeattatea 
gttatccgac 
tggagaaatg 
tcctgtggat 
tgatggcaca 
caaggggcag 
aggaacttgc 
atttgaagga 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 
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gaaaattgtg aagtcaacgt tgatgattgt gaagataatg actgtgaaaa taattctaca 3240 

tgtgtcgatg gcattaataa ctacacatgc ctttgcccac ctgagtatac aggtgagttg 3300 

tgtgaggaga agctggactt ctgtgcccag gacctgaacc cctgccagca cgattcaaag 3360 

tgcatcctaa ctccaaaggg attcaaat'gt gactgcacac cagggtacgt aggtgaacac 3420 

tgcgacatcg attttgacga ctgccaagac aacaagtgta aaaacggagc ccactgcaca 3480 

gatgcagtga acggctatac gtgcatatgc cccgaaggtt acagtggctt gttctgtgag 3540 

ttttctccac ccatggtcct ccctcgtacc agcccctgtg ataattttga ttgtcagaat 3600 

ggagctcagt gtatcgtcag aataaatgag ccaatatgtc agtgtttgcc tggctatcag 3660 

ggagaaaagt gtgaaaaatt ggttagtgtg aattttataa acaaagagtc ttatcttcag 3720 

attccttcag ccaaggttcg gcctcagacg aacataacac ttcagattgc cacagatgaa 3780 

gacagcggaa tcctcctgta taagggtgac aaagaccata tcgcggtaga actctatcgg 3840 

gggcgtgttc gtgccagcta tgacaccggc tctcatccag cttctgccat ttacagtgtg 3900 

gagacaatca atgatggaaa cttccacatt gtggaactac ttgccttgga tcagagtctc 3960 

tctttgtccg tggatggtgg gaaccccaaa atcatcacta acttgtcaaa gcagtccact 4020 

ctgaattttg actctccact ctatgtagga ggcatgccag ggaagagtaa cgtggcatct 4080 

ctgcgccagg cccctgggca gaaoggaacc agcttccacg gctgcatccg gaacctttac 4140 

atcaacagtg agctgcagga cttccagaag gtgccgatgc aaacaggcat tttgcctggc 4200 

tgtgagccat gccacaagaa ggtgtgtgcc catggcacat gccagcccag cagccaggca 4260 

ggcttcacct gcgagtgcca ggaaggatgg atggggcccc tctgtgacca acggaccaat 4320 

gacccttgcc ttggaaataa atgcgtacat ggcacctgct tgcccatcaa tgcgttctcc 4380 

tacagctgta agtgcttgga gggccatgga ggtgtcctct gtgatgaaga ggaggatctg 4440 

tttaacccat gccaggcgat caagtgcaag cacgggaagt gcaggctttc aggtctgggg 4500 

cagccctact gtgaatgcag cagtggatac acgggggaca gctgtgatcg agaaatctct 4560 

tgtcgagggg aaaggataag agattattac caaaagcagc agggctatgc tgcttgccaa 4 620 

acaaccaaga aggtgtcccg attagagtgc agaggtgggt gtgcaggagg gcagtgctgt 4 680 

ggaccgctga ggagcaagcg gcggaaatac tctttcgaat gcactgacgg ctcctccttt 4740 

"tte gtggacgagg ttgagaaagt ggtgaagtgc ggctgtacga ggtgtgtgtc ctaaacacac 4 800 

I .J 

tcccggcagc tctgtctttg gaaaaggttg tatacttctt gaccatgtgg gactaatgaa 4860 

' tgcttcatag tggaaatatt tgaaatatat tgtaaaatac 4 900 
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<210> 69 
<211> 348 
<212> PRT 

<213> Cricetulus griseus 
<400> 69 

Met His Leu Pro Pro Ala Ala Ala Val Gly Leu Leu Leu Leu Leu Leu 
1 5 10 15 

Pro Pro Pro Ala Arg Val Ala Ser Arg Lys Pro Thr Met Cys Gin Arg 
20 25 30 

Cys Arg Ala Leu Val Asp Lys Phe Asn Gin Gly Met Ala Asn Thr Ala 
35 40 45 

Arg Lys Asn Phe Gly Gly Gly Asn Thr Ala Trp Glu Glu Lys Ser Leu 
50 55 60 
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Ser Lys Tyr Glu Phe Ser Glu lie Arg Leu Leu Glu lie Met Glu Gly 
65 70 75 80 

Leu Cys Asp Ser Asn Asp Phe Glu Cys Asn Gin Leu Leu Glu Gin His 
85 90 95 

Glu Glu Gin Leu Glu Ala Trp Trp Gin Thr Leu Lys Lys Glu Cys Pro 
100 105 110 

Asn Leu Phe Glu Trp Phe Cys Val His Thr Leu Lys Ala Cys Cys Leu 
115 120 125 

Pro Gly Thr Tyr Gly Pro Asp Cys Gin Glu Cys Gin Gly Gly Ser Gin 
130 135 140 

Arg Pro Cys Ser Gly Asn Gly His Cys Asp Gly Asp Gly Ser Arg Gin 
145 150 155 160 

Gly Asp Gly Ser Cys Gin Cys His Val Gly Tyr Lys Gly Pro Leu Cys 
165 170 175 

lie Asp Cys Met Asp Gly Tyr Phe Ser Leu Leu Arg Asn Glu Thr His 
180 185 190 

Ser Phe Cys Thr Ala Cys Asp Glu Ser Cys Lys Thr Cys Ser Gly Pro 
195 200 205 

Thr Asn Lys Gly Cys Val Glu Cys Glu Val Gly Trp Thr Arg Val Glu 
210 215 220 

Asp Ala Cys Val Asp Val Asp Glu Cys Ala Ala Glu Thr Pro Pro Cys 
225 230 235 240 

Ser Asn Val Gin Tyr Cys Glu Asn Val Asn Gly Ser Tyr Thr Cys Glu 
245 250 255 

Glu Cys Asp Ser Thr Cys Val Gly Cys Thr Gly Lys Gly Pro Ala Asn 
260 265 270 

Cys Lys Glu Cys lie Ser Gly Tyr Ser Lys Gin Lys Gly Glu Cys Ala 
275 280 285 

Asp lie Asp Glu Cys Ser Leu Glu Thr Lys Val Cys Lys Lys Glu Asn 
290 295 300 

Glu Asn Cys Tyr Asn Thr Pro Gly Ser Phe Val Cys Val Cys Pro Glu 
305 310 315 320 
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Gly Phe Glu Glu Asp Arg Arg Cys Leu Cys Thr Asp Ser Arg Arg Arg 
325 330 335 

Ser Gly Arg Gly Lys Ser His Thr Ala Thr Leu Pro 
340 345 



<210> 70 
<211> 1399 
<212> DNA 

<213> Cricetulus griseus 
<400> 70 

gtagccgggg gaacggccgg cgcgcttgcc ggtgggcgga ggcgagactc cacagcagtt 60 
ctctgccggt cgcccgcgag tgcacccgcc atgcacctgc cgcccgctgc cgcagtcggg 120 
ctgctactgc tgctgctgcc gcctcccgcg cgcgtggcct cccggaagcc gacaatgtgc 180 
cagaggtgcc gggcgctggt ggacaagttc aaccagggga tggccaacac ggccaggaag 24 0 
aatttcggcg gcggcaacac ggcgtgggag gagaagagtc tgtccaagta cgaattcagt 300 
gagattcggc tcctggagat tatggagggc ctgtgtgaca gcaacgactt tgaatgcaac 360 
caactcttgg aacagcatga ggagcagcta gaggcctggt ggcagacact gaagaaggag 420 
tgccctaacc tatttgagtg gttctgtgta cacacactga aagcatgctg tcttccaggc 4 80 
acctatgggc cagactgtca ggaatgccag ggtgggtctc agaggccttg tagcgggaat 54 0 
ggccactgcg acggagatgg cagcagacag ggcgacgggt cctgccagtg tcacgtagga 600 
tacaaggggc cgctgtgtat cgactgcatg gatggctact tcagcttgct gaggaacgag 660 
acccacagct tctgcacagc ctgtgatgag tcctgcaaga catgctcagg tccaaccaac 720 
aaaggctgtg tggagtgcga agtgggctgg acacgtgtgg aggatgcctg tgtggatgtt 780 
gacgagtgtg cagcagagac cccaccctgc agcaatgtac agtactgtga aaatgtcaac 840 
ggctcctaca catgtgaaga gtgtgattct acctgtgtgg gctgcacagg aaaaggccca 900 
gccaattgta aagagtgtat ctctggctac agcaagcaga aaggagagtg tgcagatata 960 
gatgaatgct cattagaaac aaaggtgtgt aagaaggaaa atgagaactg ctacaatact 1020 
ccagggagct ttgtctgcgt gtgtccggaa ggtttcgagg aagacagaag atgcttgtgt 1080 
acagacagca gaaggcgaag tggcagagga aagtcccaca cagccaccct cccatgagga 1140 
tttgtgacgg gcatccaggt tcagaagctg gactctcacc cttttaagtt attgagagga 1200 
catcctatag aaaatgtggc ccatggacat caaccccatt tctccaggaa gttttggagg 1260 
aagaagctgc ctgctttgaa acagtagata ctcacttggc cctttaaaac gctgcatttc 1320 
ttggtggttc ttaaacagat tcgtatattt tgatactgtt ctttataata aaattgatca 1380 
ttgaaggtca ccaggaaca 1399 



<210> 71 
<211> 528 
<212> PRT 

<213> Homo sapiens 
<400> 71 

Met Ala Gin Leu Phe Leu Pro Leu Leu Ala Ala Leu Val Leu Ala Gin 
1 5 10 15 
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Ala Pro Ala Ala Leu Ala Asp Val Leu Glu Gly Asp Ser Ser Glu Asp 
20 25 30 

Arg Ala Phe Arg Val Arg lie Ala Gly Asp Ala Pro Leu Gin Gly Val 
35 40 45 

Leu Gly Gly Ala Leu Thr lie Pro Cys His Val His Tyr Leu Arg Pro 
50 55 60 

Pro Pro Ser Arg Arg Ala Val Leu Gly Ser Pro Arg Val Lys Trp Thr 
65 70 75 80 

Phe Leu Ser Arg Gly Arg Glu Ala Glu Val Leu Val Ala Arg Gly Val 
85 90 95 

Arg Val Lys Val Asn Glu Ala Tyr Arg Phe Arg Val Ala Leu Pro Ala 
100 105 110 

Tyr Pro Ala Ser Leu Thr Asp Val Ser Leu Ala Leu Ser Glu Leu Arg 
115 120 125 

Pro Asn Asp Ser Gly lie Tyr Arg Cys Glu Val Gin His Gly lie Asp 
130 135 140 

Asp Ser Ser Asp Ala Val Glu Ser Ser Gin Arg Tyr Pro lie Gin Thr 
145 150 155 160 

Pro Arg Glu Ala Cys Tyr Gly Asp Met Asp Gly Phe Pro Gly Val Arg 
165 170 175 

Asn Tyr Gly Val Val Asp Pro Asp Asp Leu Tyr Asp Val Tyr Cys Tyr 
180 185 190 

Ala Glu Asp Leu Asn Gly Glu Leu Phe Leu Gly Asp Pro Pro Glu Lys 
195 200 205 

Leu Thr Leu Glu Glu Ala Arg Ala Tyr Cys Gin Glu Arg Gly Ala Glu 
210 215 220 

lie Ala Thr Thr Gly Gin Leu Tyr Ala Ala Trp Asp Gly Gly Leu Asp 
225 230 235 240 

His Cys Ser Pro Gly Trp Leu Ala Asp Gly Ser Val Arg Tyr Pro lie 
245 250 255 



Val Thr Pro Ser Gin Arg Cys Gly Gly Gly. Leu Pro Gly Val Lys Thr 
260 265 270 
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Leu Phe Leu Phe Pro Asn Gin Thr Gly Phe Pro Asn Lys His Ser Arg 
275 280 285 

Phe Asn Val Tyr Cys Phe Arg Asp Ser Ala Gin Leu Leu Pro Ser Leu 
290 295 300 

Arg Pro Pro Thr Gin Pro Pro Thr Gin Leu Asp Gly Leu Glu Ala lie 
305 310 315 320 

Val Thr Val Thr Glu Thr Leu Glu Glu Leu Gin Leu Pro Gin Glu Ala 
325 330 335 

Thr Glu Ser Glu Ser Arg Gly Ala lie Tyr Ser He Pro He Met Glu 
340 345 350 

Asp Gly Gly Gly Gly Ser Ser Thr Pro Glu Asp Pro Ala Glu Ala Pro 
355 360 365 

Arg Thr Leu Leu Glu Phe Glu Thr Gin Ser Met Val Pro Pro Thr Gly 
370 375 380 

Phe Ser Glu Glu Glu Gly Lys Ala Leu Glu Glu Glu Glu Lys Tyr Glu 
385 390 395 400 

Asp Glu Glu Glu Lys Glu Glu Glu Glu Glu Glu Glu Glu Val Glu Asp 
405 410 415 

Glu Ala Leu Trp Ala Trp Pro Ser Glu Leu Ser Ser Pro Gly Pro Glu 
420 425 430 

Ala Ser Leu Pro Thr Glu Pro Ala Ala Gin Glu Glu Ser Leu Ser Gin 
435 440 445 

Ala Pro Ala Arg Ala Val Leu Gin Pro Gly Ala Ser Pro Leu Pro Asp 
450 455 460 

Gly Glu Ser Glu Ala Ser Arg Pro Pro Arg Val His Gly Pro Pro Thr 
465 470 475 480 

Glu Thr Leu Pro Thr Pro Arg Glu Arg Asn Leu Ala Ser Pro Ser Pro 
485 490 495 

Ser Thr Leu Val Glu Ala Arg Glu Val Gly Glu Ala Thr Gly Gly Pro 
500 505 510 

Glu Leu Ser Gly Val Pro Arg Gly Gly Ala Arg Thr Gin Phe Ala Leu 
515 520 525 
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<210> 72 

<211> 883 

<212> PRT 

<213> Mus sp. 

<400> 72 

Met lie Pro Leu Leu Leu Ser Leu Leu Ala Ala Leu Val Leu Thr Gin 
15 10 15 

Ala Pro Ala Ala Leu Ala Asp Asp Leu Lys Glu Asp Ser Ser Glu Asp 
20 25 30 

Arg Ala Phe Arg Val Arg lie Gly Ala Ala Gin Leu Arg Gly Val Leu 
35 40 45 

Gly Gly Ala Leu Ala lie Pro Cys His Val His His Leu Arg Pro Pro 
50 55 60 

Arg Ser Arg Arg Ala Ala Pro Gly Phe Pro Arg Val Lys Trp Thr Phe 
65 70 75 80 

Leu Ser Gly Asp Arg Glu Val Glu Val Leu Val Ala Arg Gly Leu Arg 
85 90 95 

Val Lys Val Asn Glu Ala Tyr Arg Phe Arg Val Ala Leu Pro Ala Tyr 
100 105 110 

Pro Ala Ser Leu Thr Asp Val Ser Leu Val Leu Ser Glu Leu Arg Pro 
115 120 125 

Asn Asp Ser Gly Val Tyr Arg Cys Glu Val Gin His Gly lie Asp Asp 
130 135 140 

Ser Ser Asp Ala Val Glu Val Lys Val Lys Gly Val Val Phe Leu Tyr 
145 150 155 160 

Arg Glu Gly Ser Ala Arg Tyr Ala Phe Ser Phe Ala Gly Ala Gin Glu 
165 170 175 

Ala Cys Ala Arg lie Gly Ala Arg lie Ala Thr Pro Glu Gin Leu Tyr 
180 185 190 



Ala Ala Tyr Leu Gly Gly Tyr Glu Gin Cys Asp Ala Gly Trp Leu Ser 
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195 

Asp Gin Thr Val 
210 

Gly Asp Met Asp 

225 

Pro Asp Asp Leu 



Glu Leu Phe Leu 

260 

Arg Asp Tyr Cys 
275 

Leu Tyr Ala Ala 
290 

Leu Ala Asp Gly 
305 

Cys Gly Gly Gly 



Gin Thr Gly Phe 
340 

Arg Asp Ser Ala 
355 

Ser Asp Gly Leu 
370 

Leu Gin Leu Pro 
385 

Tyr Ser lie Pro 



Glu Asp Pro Ala 
420 

Ser lie Ala Pro 
435 

Glu Glu Glu Glu 



200 

Arg Tyr Pro lie 
215 

Gly Tyr Pro Gly 
230 

Tyr Asp Val Tyr 
245 

Gly Ala Pro Pro 



Leu Glu Arg Gly 
280 

Trp Asn Gly Gly 
295 

Ser Val Arg Tyr 
310 

Leu Pro Gly Val 
325 

Pro Ser Lys Gin 



His Pro Ser Ala 
360 

Glu Ala lie Val 
375 

Gin Glu Ala Met 
390 

lie Ser Glu Asp 
405 

Glu Ala Pro Arg 



Pro Thr Glu Ser 
440 

Arg Phe Lys Asp 



Gin Asn Pro Arg 
220 

Val Arg Asn Tyr 
235 

Cys Tyr Ala Glu 
250 

Ser Lys Leu Thr 
265 

Ala Gin lie Ala 



Leu Asp Arg Cys 
300 

Pro lie lie Thr 
315 

Lys Thr Leu Phe 
330 

Asn Arg Phe Asn 
345 

Ser Ser Glu Ala 



Thr Val Thr Glu 
380 

Glu Ser Glu Ser 
395 

Gly Gly Gly Gly 
410 

Thr Pro Leu Glu 
425 

Ser Glu Glu Glu 



Leu Glu Ala Leu 




205 

Glu Ala Cys Ser 



Gly Val Val Gly 
240 

Asp Leu Asn Gly 
255 

Trp Glu Glu Ala 
270 

Ser Thr Gly Gin 
285 

Ser Pro Gly Trp 



Pro Ser Gin Arg 
320 

Leu Phe Pro Asn 
335 

Val Tyr Cys Phe 
350 

Ser Ser Pro Ala 
365 

Lys Leu Glu Glu 



Arg Gly Ala lie 
400 

Ser Ser Thr Pro 
415 

Ser Glu Thr Gin 
430 

Gly Val Ala Leu 
445 

Glu Glu Glu Lys 
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450 

Glu Gin Glu Asp Leu 
465 

Pro Thr Gly Ser Glu 
485 

Ala Gin Ala Val Leu 

500 

Arg Phe Arg Gly Pro 
515 

Ser Ala Thr Ser Thr 
530 

Gly Ser Pro Glu Leu 
545 

Ser Ser Ser Leu Glu 
565 

Pro Val Gly Pro Arg 
580 

Arg Thr Val Leu Ala 
595 

Thr Asp Ser Ala Ser 
610 

Asp Cys lie Pro Ser 
625 

Lys Glu Gly Phe Arg 
645 

Cys Asp Val Gly Leu 
660 

Gly Ala Cys Tyr Lys 
675 

Glu Ser Gin Cys Arg 
690 

Pro Glu Glu Gin Asp 



455 

Trp Val Trp Pro Arg Glu 
470 475 

Thr Glu His Ser Leu Ser 
490 

Gin Leu Asp Ala Ser Pro 

505 

Pro Ala Glu Thr Leu Leu 
520 

Pro Gly Gly Ala Arg Glu 
535 

Ser Gly Val Pro Arg Glu 
550 555 

Asp Gly Pro Ser Leu Leu 
570 

Glu Leu Glu Thr Pro Ser 
585 

Gly Thr Ser Val Gin Ala 
600 

His Gly Gly Val Ala Val 
615 

Pro Cys His Asn Gly Gly 
630 635 

Cys Leu Cys Leu Pro Gly 
650 

His Phe Cys Ser Pro Gly 
665 

His Phe Ser Thr Arg Arg 
680 

Ala Leu Gly Ala His Leu 
695 

Phe Val Asn Asp Arg Tyr 



460 

Leu Ser Ser Pro Leu 
480 

Gin Val Ser Pro Pro 
495 

Ser Pro Gly Pro Pro 
510 

Pro Pro Arg Glu Trp 
525 

Val Gly Gly Glu Thr 
540 

Ser Glu Glu Ala Gly 
560 

Pro Ala Thr Trp Ala 
575 

Glu Glu Lys Ser Gly 
590 

Gin Pro Val Leu Pro 
605 

Ala Pro Ser Ser Gly 
620 

Thr Cys Leu Glu Glu 
640 

Tyr Gly Gly Asp Leu 
655 

Trp Glu Ala Phe Gin 
670 

Ser Trp Glu Glu Ala 
685 

Thr Ser lie Cys Thr 
700 

Arg Glu Tyr Gin Trp 
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705 



710 



715 



720 



lie Gly Leu Asn 



Gly Ala Pro Leu 
740 

Tyr Phe Leu Ser 

755 

Gly Gin Trp Ser 
770 

Lys Met Gly Leu 
785 

Gin lie Phe Gly 



Arg Tyr Arg Cys 
820 

Arg Cys Gin Glu 
835 

Pro Arg Arg Pro 
850 

Pro Arg Gly Gin 
865 



Asp Arg Thr lie 
725 

Leu Tyr Glu Asn 



Gly Glu Asn Cys 
760 

Asp Val Pro Cys 
775 

Val Ser Cys Gly 
790 

Arg Pro Arg Leu 
805 

Arg Asp Gly Leu 



Asn Gly Leu Trp 
840 

Gly Arg Ala Leu 
855 

Leu Ser Arg His 
870 



Glu Gly Asp Phe 
730 

Trp Asn Pro Gly 
745 

Val Val Met Val 



Asn Tyr His Leu 
780 

Pro Pro Pro Gin 
795 

Arg Tyr Ala Val 
810 

Ala Gin Arg Asn 
825 

Glu Ala Pro Gin 



Arg Ser Met Asp 
860 

Arg Lys Ala Pro 
875 



Leu Trp Ser Asp 
735 

Gin Pro Asp Ser 
750 

Trp His Asp Gin 
765 

Ser Tyr Thr Cys 



Leu Pro Leu Ala 
800 

Asp Thr Val Leu 
815 

Leu Pro Leu lie 
830 

lie Ser Cys Val 
845 

Ala Pro Glu Gly 



Leu Thr Pro Pro 
880 



Ser Ser Leu 



<210> 73 
<211> 3153 
<212> DNA 
<213> Mus sp. 



<400> 73 

gaggctcccg gcgagctggc 
cgcgcatcgc gccgcagtct 
acctcgcaag ttcttccatc 
gctctggtcc tgacccaagc 
gaggatcgag ccttccgcgt 
gccctggcca tcccatgcca 



gcccctgtct gggtcccgcg 
cggtctgcgg ctgcgggacg 
agtgtgcaga atgataccac 
ccctgccgcc ctcgctgatg 
gcgcatcggt gccgcgcagc 
cgtccaccac ctgcggccgc 



cgcccggccc tgctcgcgcc 60 
tgacggcgtg cgcggagggg 120 
tgcttctgtc cctgctggcc 180 
acctgaaaga agacagctcg 240 
tgcggggcgt gctgggcggt 300 
cgcgcagccg ccgggccgcg 360 



# 



ccgggttttc cccgggtcaa gtggaccttc ctgtccgggg accgggaggt agaggttctg 420 
gtggctcgcg ggctgcgcgt caaggtaaac gaagcctacc ggttccgcgt ggcgctgcct 480 
gcctaccccg catcgctcac ggatgtgtct ctagtattga gcgaactgcg gcccaatgat 540 
tccggggtct atcgctgcga ggtccagcac ggtatcgacg acagcagtga tgctgtggag 600 
gtcaaggtca aaggggtcgt cttcctctac agagagggct ctgcgcgcta tgctttctcc 660 
ttcgctggag cccaggaagc ctgcgctcgc ataggagccc gaatcgccac cccggagcag 720 
ctctatgctg cctacctcgg cggctatgag cagtgtgatg caggctggct gtccgaccaa 780 
actgtgaggt accccatcca gaacccacga gaggcctgct ctggagacat ggatggctat 840 
cctggcgtgc ggaactacgg agtggtgggt cctgatgatc tctatgatgt ctactgttat 900 
gccgaagacc taaatggaga actgttccta ggcgcccctc ccagcaagct gacatgggag 960 
gaggctcggg actactgtct ggaacgtggt gcacagatcg ctagcacagg ccagctgtac 1020 
gcagcctgga atggtggcct ggacagatgt agccctggct ggctggctga tggcagcgtg 1080 
cgctatccca tcatcacacc cagccaacgc tgtgggggcg gcctgccagg agtcaagacc 1140 
ctcttcctct ttcccaacca gactggcttc cccagcaagc agaaccgctt caatgtctac 1200 
tgcttccgag actctgccca tccctctgct tcctctgagg cctctagccc agcctcagat 1260 
ggacttgagg ccattgtcac agtgacagaa aagctggagg aactgcagct gcctcaggaa' 1320 
gcgatggaga gcgagtctcg tggggccatc tactccatcc ccatctcaga agatggggga 1380 
ggaggaagct ccaccccaga agacccagca gaggccccca ggactccgct agaatcggaa 1440 
acccaatcca ttgcaccacc taccgagtcc tcagaagagg aaggcgtagc cctggaggaa 1500 
gaagaaagat tcaaagactt ggaggctctg gaggaagaga aggagcagga ggacctgtgg 1560 
gtgtggccca gagagctcag cagccctctc cctactggct cagaaacaga gcattcactc 1620 
tcccaggtgt ccccaccagc ccaggcagtt ctacagctgg atgcgtcacc ttctcctggg 1680 
cctccaaggt tccgtggacc gcctgcagag actttgctcc ccccgaggga gtggagcgcc 1740 
acatctactc ctggtggggc aagagaagta gggggggaaa ctgggagccc tgagctctct 1800 
ggggttcctc gagagagcga ggaggcaggg agctccagct tggaggatgg cccttcccta 18 60 
cttccagcta catgggcccc tgtgggtccc agggagctgg agaccccctc agaagagaag 1920 
tctggaagaa ctgtcctggc aggcacctca gtgcaggccc agccagtgct gcccaccgac 1980 
agtgccagcc acggtggagt ggctgtggct ccctcatcag gtgactgtat ccccagcccc 2040 
tgccacaatg gtgggacatg cttggaggag aaggagggtt tccgctgcct atgtttgcca 2100 
ggctatgggg gggacctgtg cgatgttggc cttcatttct gcagccctgg ctgggaggcc 2160 
ttccagggag cctgctacaa gcacttttcc acacgaagga gttgggagga ggcagaaagt 2220 
cagtgccgag cgctaggtgc tcatctgacc agcatctgca cccctgagga gcaagacttt 2280 
gtcaatgatc gataccggga gtaccagtgg attgggctca atgacaggac catcgagggt 2340 
gacttcttgt ggtcagatgg tgcccctctg ctctatgaaa actggaaccc tgggcagcct 2400 
gacagctact tcctgtctgg ggagaactgt gtggtcatgg tgtggcatga ccagggacag 24 60 
tggagtgatg tgccctgcaa ctaccatcta tcctacacct gcaagatggg gcttgtgtcc 2520 
tgtgggcctc caccacagct acccctggct caaatatttg gtcgccctcg gctgcgctac 2580 
gcggtggata ctgtgcttcg atatcgatgc cgagacgggc tggctcagcg caacctgccg 2640 
ttgatccgct gccaggagaa tgggctttgg gaggcccctc agatttcctg tgtaccccgg 2700 
aggcctggcc gtgctctgcg ctccatggac gccccagaag gaccacgggg acagctctcg 2760 
aggcacagga aggcaccgtt gacaccgccc tccagtctct agggagcctg gaagactgct 2820 
gcccccagca ggaccctctc acatcaactg ccagtgctct tccccatgat agggggtgac 2880 
gtgagagggg tgggactgaa attcagagga cagcgctcga aggggtttct gggaaacact 2940 
tgggtggctc cgccccctca cacaagggcc tcaggtttta cccggtaagt ccctaagtgc 3000 
ctcaactgcc ctctcatgtc agctgcctcc ttgtccctcg atntcgtnag gggacactgt 3060 
gctattcgat cttgattgtc gaagagtttt taggatggag taccagcaaa accaggtgga 3120 
aataaagttg tctgaaccca aagaaaaaaa aaa 3153 
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<210> 74 
<400> 74 
000 



<210> 75 
<400> 75 
000 



<210> 76 
<400> 76 
000 



jj f?lf 
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<210> 77 
<400> 77 
000 



<210> 78 
<400> 78 
000 



<210> 79 
<400> 79 
000 



<210> 80 
<400> 80 
000 



<210> 81 
<211> 2002 
<212> DNA 
<213> Gerbil 

<400> 81 

gtcgacccac gcgtccgctg cgttctcacc 
aagtttgttt ggcagttgct gctggactat 
gcccagactt accctcgcgg ttcctcatac 
agaaggagtc tttgcatcaa aaaaagcagc 
caatagattt gatttagaac tcttcactcc 
gttctgtagt tatgaagaag ccagagagat 



cctggaccac cctgggagaa cagttgaccg 60 
gtttctgctt ctggtggtac tcagccagct 120 
aagaagccta aagaattctg aacatgcccc 180 
aagcatcttt atgcaccgtc gcctcctata 240 
cgggaacctg gagagagagt gctatgagga . 300 
cctcggggac aacgaagaaa tgatcacatt 360 



75 



ctggcgggaa tattcagtca aaggaccaac cacaagatca gatgtcaaca aagagaaaat 420 
tgatgttatg ggccttctga ctggcttaat tgcggctgga gtattcttgg ttgtttttgg 480 
cttacttggt tactatctgt gtatcaccaa gtgtaatagg cagccatatc aaggttcttc 540 
agctgtctac acaagaagga ccaggcacac accgtccatc attttcagaa cccatgagga 600 
agctgtcttg tctccatcgt catcctcaga ggacgcggga ctaccttcct atgaacaggc 660 
agtagctctg accagaaaac acagtgtctc accaccacct ccatatcctg ggccagcaaa 720 
aggatttagg gtatttaaaa agtcaatgtc actcccatct cactaagccc accttgccgc 780 
cttgctgtgg tctgaataat atgttcttcc tgaaacaaca acaacaaaaa aatttgcctg 840 
ttcagctttt tatgacaaag cacaaggaat aaaggaacac tatatacaga acagaattca 900 
ccacagcccc gctttcagct ctgcccccaa ctggattgct gtcttggtaa gagacttcta 960 
ccgtgcttcc tcgaagttaa gaagaaagtg cctttttgca atgtaaactg tactggttca 1020 
aacattcttg ctacagctag gtacctataa tccccacctt caggagactt aggcgggagg 1080 
gatgagagtt caaggccagc ctgggccctg tcaggacgct gtctcaaaac aaagtttgtt 1140 
atcaatagaa taattagaat taacaaacta ggattttcag tcttaagtca tgatattgga 1200 
tcttctcttc agtaaggttt ctttttggct agaaatactt catagaattt gacattttgg 1260 
tatacatctg tggccttgat acaatgactt gattttctgt tttaattagt gcagaggatt 1320 
cagcaaattt gcaggtcttc attttgttcc ctcgctatcc atcgatcatg tttcagtgta 1380 
ttaagaggag tcagccaggc gtggtggccc acacctgtga tcccagcact taggggggca 1440 
taggcaggca gatctctgtg agctgaagga cagcctggcc tacaaagtcc aggacaaccg 1500 
agaccacaca gagaaacctt gtcttgaaaa acaaaacaaa aacaagagag agagagagag 1560 
agagagaaaa gagatgtcaa gaggtttttg tttttttttt tttaaattac tatttatggg 1620 
cctcacttgg aaaagtgctt gccatgcaaa tagaaggaca ggagttcaat cctcattacc 1680 
cacatttgaa acaaataaca agaaaaacaa accaaaaaac caaaacaaac aaaatcttga 1740 
gaacttgagt gaataccggt aacctcaggg ctaggcactg taactgaatc aggagcctcc 1800 
agatccaggg aaacgctgtc tcaacaaata aataaataag taagtcagtg aggtggtctt 18 60 
taaacccagc acttgagagc caaaggcagg cagagctcag tgagttggag accagcctgg 1920 
tctacaaagc aagttctaag ggagccaggg cacagagaaa ccctgtctga aggaaaaaaa 1980 
aaaaaaaaaa aagggcggcc gc 2002 



<210> 82 
<211> 675 
<212> DNA 
<213> Gerbil 

<400> 82 

atgtttctgc ttctggtggt actcagccag ctgcccagac ttaccctcgc ggttcctcat 60 
acaagaagcc taaagaattc tgaacatgcc ccagaaggag tctttgcatc aaaaaaagca 120 
gcaagcatct ttatgcaccg tcgcctccta tacaatagat ttgatttaga actcttcact 180 
cccgggaacc tggagagaga gtgctatgag gagttctgta gttatgaaga agccagagag 240 
atcctcgggg acaacgaaga aatgatcaca ttctggcggg aatattcagt caaaggacca 300 
accacaagat cagatgtcaa caaagagaaa attgatgtta tgggccttct gactggctta 360 
attgcggctg gagtattctt ggttgttttt ggcttacttg gttactatct gtgtatcacc 420 
aagtgtaata ggcagccata tcaaggttct tcagctgtct acacaagaag gaccaggcac 480 
acaccgtcca tcattttcag aacccatgag gaagctgtct tgtctccatc gtcatcctca 540 
gaggacgcgg gactaccttc ctatgaacag gcagtagctc tgaccagaaa acacagtgtc 600 
tcaccaccac ctccatatcc tgggccagca aaaggattta gggtatttaa aaagtcaatg 660 
tcactcccat ctcac 675 
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^^^^ 



<210> 83 
<211> 225 
<212> PRT 
<213> Gerbil 

<400> 83 

Met Phe Leu Leu Leu Val Val Leu Ser Gin Leu Pro Arg Leu Thr Leu 
1 5 10 15 

Ala Val Pro His Thr Arg Ser Leu Lys Asn Ser Glu His Ala Pro Glu 
20 25 30 

Gly Val Phe Ala Ser Lys Lys Ala Ala Ser lie Phe Met His Arg Arg 
35 40 45 

Leu Leu Tyr Asn Arg Phe Asp Leu Glu Leu Phe Thr Pro Gly Asn Leu 
50 55 60 

Glu Arg Glu Cys Tyr Glu Glu Phe Cys Ser Tyr Glu Glu Ala Arg Glu 
65 70 75 80 

lie Leu Gly Asp Asn Glu Glu Met lie Thr Phe Trp Arg Glu Tyr Ser 
85 90 95 

Val Lys Gly Pro Thr Thr Arg Ser Asp Val Asn Lys Glu Lys lie Asp 
100 105 110 

Val Met Gly Leu Leu Thr Gly Leu lie Ala Ala Gly Val Phe Leu Val 
115 120 125 

Val Phe Gly Leu Leu Gly Tyr Tyr Leu Cys lie Thr Lys Cys Asn Arg 
130 135 140 

Gin Pro Tyr Gin Gly Ser Ser Ala Val Tyr Thr Arg Arg Thr Arg His 
145 150 155 160 

Thr Pro Ser lie lie Phe Arg Thr His Glu Glu Ala Val Leu Ser Pro 
165 170 175 

Ser Ser Ser Ser Glu Asp Ala Gly Leu Pro Ser Tyr Glu Gin Ala Val 
180 185 190 

Ala Leu Thr Arg Lys His Ser Val Ser Pro Pro Pro Pro Tyr Pro Gly 
195 200 205 

Pro Ala Lys Gly Phe Arg Val Phe Lys Lys Ser Met Ser Leu Pro Ser 
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# 

210 215 220 

His 
225 



<210> 84 
<211> 17 
<212> PRT 
<213> Gerbil 

<400> 84 

Met Phe Leu Leu Leu Val Val Leu Ser Gin Leu Pro Arg Leu Thr Leu 
15 10 15 

Ala 




<210> 85 
<211> 208 
<212> PRT 
<213> Gerbil 

<400> 85 
Val Pro His Thr 
1 

Val Phe Ala Ser 
20 

Leu Tyr Asn Arg 
35 

Arg Glu Cys Tyr 
50 

Leu Gly Asp Asn 
65 

Lys Gly Pro Thr 



Met Gly Leu Leu 
100 

Phe Gly Leu Leu 
115 



Arg Ser Leu Lys 
5 

Lys Lys Ala Ala 



Phe Asp Leu Glu 
40 

Glu Glu Phe Cys 
55 

Glu Glu Met lie 
70 

Thr Arg Ser Asp 
85 

Thr Gly Leu lie 



Gly Tyr Tyr Leu 
120 



Asn Ser Glu His 
10 

Ser lie Phe Met 
25 

Leu Phe Thr Pro 



Ser Tyr Glu Glu 
60 

Thr Phe Trp Arg 
75 

Val Asn Lys Glu 
90 

Ala Ala Gly Val 
105 

Cys lie Thr Lys 



Ala Pro Glu Gly 
15 

His Arg Arg Leu 

30 ' 

Gly Asn Leu Glu 
45 

Ala Arg Glu lie 



Glu Tyr Ser Val 
80 

Lys lie Asp Val 
95 

Phe Leu Val Val 
110 

Cys Asn Arg Gin 
125 
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# # 



Pro Tyr Gin Gly Ser 
130 

Pro Ser lie lie Phe 
145 

Ser Ser Ser Glu Asp 
165 

Leu Thr Arg Lys His 
180 

Ala Lys Gly Phe Arg 
195 



Ser Ala Val Tyr Thr Arg 
135 

Arg Thr His Glu Glu Ala 
150 155 

Ala Gly Leu Pro Ser Tyr 
170 

Ser Val Ser Pro Pro Pro 
185 

Val Phe Lys Lys Ser Met 
200 



Arg Thr Arg His Thr 
140 

Val Leu Ser Pro Ser 
160 

Glu Gin Ala Val Ala 
175 

Pro Tyr Pro Gly Pro 
190 

Ser Leu Pro Ser His 
205 



ftp. 
if"* 



Si 

I'M 



h 0 



<210> 86 
<211> 95 
<212> PRT 
<213> Gerbil 

<400> 86 

Val Pro His Thr Arg Ser Leu Lys Asn Ser Glu His Ala Pro Glu Gly 
15 10 15 

Val Phe Ala Ser Lys Lys Ala Ala Ser lie Phe Met His Arg Arg Leu 
20 25 30 

Leu Tyr Asn Arg Phe Asp Leu Glu Leu Phe Thr Pro Gly Asn Leu Glu 
35 40 45 

Arg Glu Cys Tyr Glu Glu Phe Cys Ser Tyr Glu Glu Ala Arg Glu lie 
50 55 60 

Leu Gly Asp Asn Glu Glu Met lie Thr Phe Trp Arg Glu Tyr Ser Val 
65 70 75 80 

Lys Gly Pro Thr Thr Arg Ser Asp Val Asn Lys Glu Lys lie Asp 
85 90 95 



<210> 87 
<211> 25 
<212> PRT 
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<213> Gerbil 



<400> 87 

Val Met Gly Leu Leu Thr Gly Leu lie Ala Ala Gly Val Phe Leu Val 
15 10 15 

Val Phe Gly Leu Leu Gly Tyr Tyr Leu 
20 25 



<210> 88 
<211> 88 
<212> PRT 
<213> Gerbil 

<400> 88 

Cys lie Thr Lys Cys Asn Arg Gin Pro Tyr Gin Gly Ser Ser Ala Val 
15 10 15 

Tyr Thr Arg Arg Thr Arg His Thr Pro Ser lie lie Phe Arg Thr His 
20 25 30 

Glu Glu Ala Val Leu Ser Pro Ser Ser Ser Ser Glu Asp Ala Gly Leu 
35 • 40 45 

Pro Ser Tyr Glu Gin Ala Val Ala Leu Thr Arg Lys His Ser Val Ser 
50 55 60 

Pro Pro Pro Pro Tyr Pro Gly Pro Ala Lys Gly Phe Arg Val Phe Lys 
65 70 75 80 

Lys Ser Met Ser Leu Pro Ser His 
85 



<210> 89 
<400> 89 
000 



<210> 90 
<400> 90 
000 



<210> 91 
<400> 91 
000 



80 



• 



<210> 92 
<211> 962 
<212> DNA 
<213> Mus sp. 

<400> 92 

ccgtttctct ttaaccactt gcacggtctg gggttaaccc gcctgcggac tctggacctc 60 
tcctccaact ggctgaaaca tatctccatc cctgagttgg ctgcactgcc aacttatctc 120 
aagaacaggc tctacctgca caacaacccg ctgccctgtg actgcagcct ctaccacctg 180 
ctccggcgct ggcaccagcg gggcctgagt gccctgcatg attttgaacg cgagtacaca 240 
tgcttggtct ttaaggtgtc agagtcccga gtgcgctttt ttgagcacag ccgggtcttc 300 
aagaactgct ctgtggctgc agctccaggc ttagagctgc ctgaagagca gctgcacgcg 360 
caggtgggcc agtccctgag gctcttctgc aacaccagtg tgcctgccac tcgggtggcc 420 
tgggtctccc cgaagaatga gctgcttgtg gcgccagcct ctcaggatgg tagcatcgct 480 
gtgttggctg atggcagctt agccataggc agggtgcaag agcagcacgc aggcgtcttt 540 
gtgtgcctgg ccagtgggcc ccgcctgcac cacaaccaga cacttgagta caatgtgagt 600 
gtgcaaaagg ctcgccccga gccagagact ttcaacacag gctttaccac cctgctgggc 660 
tgtattgtgg gcctggtgct ggtgttgctc tacttgtttg caccaccctg tcgtggctgc 720 
tgtcactgct gtcagcgggc ctgccgcaac cgttgctggc cccgggcatc cagtccactc 780 
caggagctga gcgcacagtc ctccatgctt agcactacgc caccagatgc acc.cagccgc 840 
aaggccagtg tccacaagca tgtggtcttc ctggagccgg gcaagaaggg cctcaatggc 900 
cgtgtgcagc tcgcagtacc tccagactcc gatctgtgca accccatggg cttgcaactc 960 
aa 962 



<210> 93 
<211> 320 
<212> PRT 
<213> Mus sp. 

<400> 93 

Pro Phe Leu Phe Asn His Leu His Gly Leu Gly Leu Thr Arg Leu Arg 
1 5 10 15 

Thr Leu Asp Leu Ser Ser Asn Trp Leu Lys His lie Ser lie Pro Glu 
20 25 30 

Leu Ala Ala Leu Pro Thr Tyr Leu Lys Asn Arg Leu Tyr Leu His Asn 
35 40 45 

Asn Pro Leu Pro Cys Asp Cys Ser Leu Tyr His Leu Leu Arg Arg Trp 
50 55 60 



His Gin Arg Gly Leu Ser Ala Leu His Asp Phe Glu Arg Glu Tyr Thr 
65 70 75 80 
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# 



+ 



Cys Leu Val Phe Lys Val Ser Glu Ser Arg Val Arg Phe Phe Glu His 
85 90 95 

Ser Arg Val Phe Lys Asn Cys Ser Val Ala Ala Ala Pro Gly Leu Glu 
100 105 110 

Leu Pro Glu Glu Gin Leu His Ala Gin Val Gly Gin Ser Leu Arg Leu 
115 120 125 

Phe Cys Asn Thr Ser Val Pro Ala Thr Arg Val Ala Trp Val Ser Pro 
130 135 140 

Lys Asn Glu Leu Leu Val Ala Pro Ala Ser Gin Asp Gly Ser lie Ala 
145 150 155 160 

Val Leu Ala Asp Gly Ser Leu Ala He Gly Arg Val Gin Glu Gin His 
165 170 175 

Ala Gly Val Phe Val Cys Leu Ala Ser Gly Pro Arg Leu His His Asn 
180 185 190 

Gin Thr Leu Glu Tyr Asn Val Ser Val Gin Lys Ala Arg Pro Glu Pro 
195 200 205 

Glu Thr Phe Asn Thr Gly Phe Thr Thr Leu Leu Gly Cys He Val Gly 
210 215 220 

Leu Val Leu Val Leu Leu Tyr Leu Phe Ala Pro Pro Cys Arg Gly Cys 
225 230 235 240 

Cys His Cys Cys Gin Arg Ala Cys Arg Asn Arg Cys Trp Pro Arg Ala 
245 250 255 

Ser Ser Pro Leu Gin Glu Leu Ser Ala Gin Ser Ser Met Leu Ser Thr 
260 265 270 

Thr Pro Pro Asp Ala Pro Ser Arg Lys Ala Ser Val His Lys His Val 
275 280 285 

Val Phe Leu Glu Pro Gly Lys Lys Gly Leu Asn Gly Arg Val Gin Leu 
290 295 300 



Ala Val Pro Pro Asp Ser Asp Leu Cys Asn Pro Met Gly Leu Gin Leu 
305 310 315 320 
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<210> 94 
<211> 16 
<212> PRT 
<213> Mus sp. 



<400> 94 

Pro Phe Leu Phe Asn His Leu His Gly Leu Gly Leu Thr Arg Leu Arg 
1 5 . 10 15 



<210> 95 
<211> 304 
<212> PRT 
<213> Mus sp. 

<400> 95 
Thr Leu Asp Leu 
1 

Leu Ala Ala Leu 
20 

Asn Pro Leu Pro 
35 

His Gin Arg Gly 
50 

Cys Leu Val Phe 
65 

Ser Arg Val Phe 



Leu Pro Glu Glu 
100 

Phe Cys Asn Thr 
115 

Lys Asn Glu Leu 
130 

Val Leu Ala Asp 
145 

Ala Gly Val Phe 



Ser . Ser Asn Trp 
5 

Pro Thr Tyr Leu 



Cys Asp Cys Ser 
40 

Leu Ser Ala Leu 
55 

Lys Val Ser Glu 
70 

Lys Asn Cys Ser 
85 

Gin Leu His Ala 



Ser Val Pro Ala 
120 

Leu Val Ala Pro 
135 

Gly Ser Leu Ala 
150 

Val Cys Leu Ala 



Leu Lys His lie 
10 

Lys Asn Arg Leu 
25 

Leu Tyr His Leu 



His Asp Phe Glu 
60 

Ser Arg Val Arg 
75 

Val Ala Ala Ala 
90 

Gin Val Gly Gin 
105 

Thr Arg Val Ala 



Ala Ser Gin Asp 
140 

lie Gly Arg Val 
155 

Ser Gly Pro Arg 



Ser lie Pro Glu 
15 

Tyr Leu His Asn 
30 

Leu Arg Arg Trp 
45 

Arg Glu Tyr Thr 



Phe Phe Glu His 
80 

Pro Gly Leu Glu 
95 

Ser Leu Arg Leu 
110 

Trp Val Ser Pro 
125 

Gly Ser lie Ala 



Gin Glu Gin His 
160 

Leu His His Asn 
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# # 



165 

Gin Thr Leu Glu Tyr 
180 

Glu Thr Phe Asn Thr 
195 

Leu Val Leu Val Leu 
210 

Cys His Cys Cys Gin 
225 

Ser Ser Pro Leu Gin 
245 

Thr Pro Pro Asp Ala 
260 

Val Phe Leu Glu Pro 
275 

Ala Val Pro Pro Asp 
290 



170 

Asn Val Ser Val Gin 
185 

Gly Phe Thr Thr Leu 
200 

Leu Tyr Leu Phe Ala 
215 

Arg Ala Cys Arg Asn 
230 

Glu Leu Ser Ala Gin 
250 

Pro Ser Arg Lys Ala 
265 

Gly Lys Lys Gly Leu 
280 

Ser Asp Leu Cys Asn 
295 



175 

Lys Ala Arg Pro Glu Pro 
190 

Leu Gly Cys lie Val Gly 
205 

Pro Pro Cys Arg Gly Cys 
220 

Arg Cys Trp Pro Arg Ala 
235 240 

Ser Ser Met Leu Ser Thr 
255 

Ser Val His Lys His Val 
270 

Asn Gly Arg Val Gin Leu 
285 

Pro Met Gly Leu Gin Leu 
300 



<210> 96 

<211> 197 

<212> PRT 

<213> Mus sp. 

<400> 96 
Thr Leu Asp Leu 
1 

Leu Ala Ala Leu 
20 

Asn Pro Leu Pro 
35 

His Gin Arg Gly 
50 



Ser Ser Asn Trp 
5 

Pro Thr Tyr Leu 



Cys Asp Cys Ser 
40 

Leu Ser Ala Leu 
55 



Leu Lys His lie 
10 

Lys Asn Arg Leu 
25 

Leu Tyr His Leu 



His Asp Phe Glu 
60 



Ser lie Pro Glu 
15 

Tyr Leu His Asn 
30 

Leu Arg Arg Trp 
45 

Arg Glu Tyr Thr 



84 



♦ 



Cys Leu Val Phe Lys Val Ser Glu Ser Arg Val Arg Phe Phe Glu His 
65 70 75 80 

Ser Arg Val Phe Lys Asn Cys Ser Val Ala Ala Ala Pro Gly Leu Glu 
85 90 95 

Leu Pro Glu Glu Gin Leu His Ala Gin Val Gly Gin Ser Leu Arg Leu 
100 105 110 

Phe Cys Asn Thr Ser Val Pro Ala Thr Arg Val Ala Trp Val Ser Pro 
115 120 . 125 

Lys Asn Glu Leu Leu Val Ala Pro Ala Ser Gin Asp Gly Ser lie Ala 
130 135 140 

Val Leu Ala Asp Gly Ser Leu Ala lie Gly Arg Val Gin Glu Gin His 
145 150 155 160 

Ala Gly Val Phe Val Cys Leu Ala Ser Gly Pro Arg Leu His His Asn 
165 170 175 



fill 
1^ 



C3 

m 



Gin Thr Leu Glu Tyr Asn Val Ser Val Gin Lys Ala Arg Pro Glu Pro 
180 185 190 

Glu Thr Phe Asn Thr 
195 



<210> 97 
<211> 20 
<212> PRT 
<213> Mus sp. 



<400> 97 

Gly Phe Thr Thr Leu Leu Gly Cys lie Val Gly Leu Val Leu Val Leu 
15 10 15 



Leu Tyr Leu Phe 
20 



<210> 98 
<211> 87 
<212> PRT 
<213> Mus sp. 

<400> 98 

Ala Pro Pro Cys Arg Gly Cys Cys His Cys Cys Gin Arg Ala Cys Arg 



85 



10 



15 



Asn Arg Cys Trp Pro Arg Ala Ser Ser Pro Leu Gin Glu Leu Ser Ala 
20 25 30 

Gin Ser Ser Met Leu Ser Thr Thr Pro Pro Asp Ala Pro Ser Arg Lys 
35 40 45 

Ala Ser Val His Lys His Val Val Phe Leu Glu Pro Gly Lys Lys Gly 
50 55 60 

Leu Asn Gly Arg Val Gin Leu Ala Val Pro Pro Asp Ser Asp Leu Cys 
65 70 75 80 



Asn Pro Met Gly Leu Gin Leu 
85 



<210> 99 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TANGO 331 
human radiation panel forward primer 

<400> 99 

attattcaga aggatgtccc gtgg 24 



<210> 100 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: TANGO 331 
human radiation panel reverse primer 

<400> 100 

cctcctgatt acctacaatg gtc 23 



86 



